OGuecTBO ¢ OrpaHHYEHHOH 0TBETCTBEHHOCTHIO
Hayuno — npouzeoacreennan pupma «VcesenoBare/ibcKHH HEHTP»
Poccus, 630559, HorocnGupckas 06J1acTh, r.o. padounii nocesox Koasnoso,
pn Konbsnoso, 30ua Hayuno-npoun3BoacrBennas, kopmyce 200, opuc 426
K ] IMouTorslii agpec: 630559, Hopocndupckas ob1acTs, r.0. pabounii moceaok
Koasnoso, pn Konbnoso, a/st 247

Tenedon / paxc: (383) 336-71-32, 336-52-65, 325-30-73 — oTaen mpogak,
(383) 336-52-72 — Gyxranrepus

KauecTBeHHOE yaocTOBEpEHHE
Ne 844 ot 17 uronrss 2024 r.

I'enb ans muna Buocenmun/60ma; reqe#l
1. KocmeTrnueckuii resib: brocenTus.

2. dopma BbINyCKa: rens, Ty0a, Macca HeTTO 60 T.

3. Homep cepun: 050724.

4. O0bem mapTHH, NpeIbABAAeMoii Ha HenbITanuaA: 1100 wr.
5. Mecrto otbopa: LIITID.

6. Hata otdopa: 10.07.2024.

7. JMarta moctynenus B MJIBTK: 10.07.2024.

§. KoamuecTBO mocTynuBIINX 00pa3uoB: 5 o6pasnos mo 60 r.

9. Kem oToGpana npo6a: naGopaunt T.B. Betpoga.

10. U3eemenue ot: 10.07.2024.

Ne HaumenoBaHue nokasarens Hopma mo HT/, PesynwsTaTr McnbITaHHHA
/n
1 BremHwuii BUI XKeneoOpasHblil NPOAYKT OT CBETIO- CooTBeTcTBYET
KCJITOr0 10 KOPHYHEBOIO BETA
2 3amax, BKyc Co cnenudryecKHM 3aIaxoM arapa CoOTBETCTBYET
3 OnHOPOIHOCTE HomxHa OBITh OJHOPOAHOM CooTBeTcTBYET
4 BomoponHbiit nokazaTenb 8+0,5 15
5 AHTaroHMcTHYeCcKas akTHBHOCTh K
TeCT-KyJIbTypaM (30Ha YrHETeHHS
pocTa, MM)
Staphylococcus aureus - 209; He menee 8 12
Candida albicans - 620 He menee 6 10
6 INopnmuHHOCTE JloIKHEI IPUCYTCTBOBATE OaKTepHH CooTBeTcTBYET
Bacillus amyloliquefaciens mramma
BKIIM B-10642 u Bacillus
amyloliquefaciens mramma BKIIM B-
10643
7 MuxkpoGuonorudeckas YHCTOTa
(Hanuuue B | r npemapata):
Enterobacteriaceae; He ponyckaercs CooTBeTCTBYET
Pseudomonas aeruginosa; He nomyckaercs CooTBeTcTBYET
Staphylococcus aureus; He nomyckaercs CooTBeTcTBYET
MOCTOPOHHMX MHKPOOPTaHU3MOB,
B T.4. H rpuboB, THIC/T He Homee 300,0 COOTBETCTBYET
Hupextop A M. Jlensx
Hauansank OBTK - w0l AA Tlemnx
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