Crpannna 1 u3 1

Ob6mectBo ¢ orpanuuennoii OTBETCTBEHHOCThIO

Hayuno —

VN7

POM3BO/ICTBeHNHast hupma
Poccns, 630559, HoBocu6upckas 06

p.n. Kosuoso, npoOM30Ha,

IouToBeIii agpec: 630559, Hosocnﬁnpcxaﬂ oGaacTe, p.. Koasuoso, a/a 247

“UccrenoBarenckuii neHTp”
acrb, HosocuGupcknii paiion,
Kopmyc 200, opuc 426

Tenedon / (hakc: (383) 336-71-32, 336-52-65, 325-30-73 — OTAEN NPOaaK,

(383) 336-52-72 — Oyxranrepwusi,

(383) 325-30-07 - W1

Ka‘leCTBeHHOC yYaocTtoBepeHue Ha JE€KapcTB

AUl BETEPHHAPHOTO IpUMeHeHus Berom 4
Ne 665 or 18 ceHTs0pst 2019 r.

MHH: Vetom 4.

Homep cepuu: 060919,

PNOU A L~

Mecto o160pa: LI[1®.
. Hara or6opa: 12.09.2019.

el

Homep PY: 35-1-16.13-1477NeI1BU-1-4.7/02080.
Buimyck no TY: 21.20.23.190-038-23609643.
®opma BbINycKa: MOPOIIOK B 6aHka 3 HOJIUME

O6bem cepuu, npexssisasiemoii na HeneITanus: 225 .,

10. laTa moctynnenns 8 WIBTK: 12.09.2019.
1. Kostnuecrpo NOCTYMUBIIMX 06pPa3oB: 6 06pa3LioB mo 0,5 kr.
12. Kem oTo6pana npo6a: maGopaur O.B. Turosa,

13. U3Bemenne ot: 12.09.2019,

PHBIX MaTepuasoB Maccoit Hetro 0,5 k.,

€HHBIN npenapar

Toprosoe naumenoBanue JIEKapCTBEHHOI0 CpeACTBa ISt BETEPUHAPHOI0 NpUMeHeHust: Betom 4.

Ne HaumeHoBanue mokazaress Hopma o HT/[ Pesynbrar chblrafmﬂ
n/n
L. BHewnwuit Bun, user, 3anax u OIHOPOMHBLHA, ChITy i MOpooK Georo CootsercTByer
BKYC ugeta, 6e3 3amaxa, ciaaKoro Bkyca
2, PactBopumocts PactBopum B Bosie B Teuenne 10 MHHYT. CootBercTBYeT
Honyckaercs Hanuaue Genoro ocaka.
3. pH (7,040,5) 6,8
4. IoTeps B macce npn
BLICYIIMBAHUU, %, He Goee 6,0 CoortsercTyer
5. AHTaroHUCTHYECKAs aKTUBHOCTD
K TECT-KYJIbTypaM (30Ha
YTHETCHHUS POCTa, MM, He MeHee)
Shigella sonnei - 32; 5,0 5
Salmonella typhimurium - 2606; | 5,0 5
Staphylococcus aureus - 209; 8,0 8
Candida albicans - 620 6,0 10
6. CymmapHoe kommuecTBO crop
Bacillus amyloliquefaciens
wramMm BKIIM B-10642 B 1 r He menee 1x10¢ 3,1x10°¢
npenapara, KOE/r
75 IommHHEOCTS JOJKHBI IPHCY TCTBOBATS OaxTepun CootsercTByeT
Bacillus amyloliquefaciens mrravy BKIIM
B-10643
8. Mukpobuonoruueckas YHCTOTA,
HaJT4ue:
Enterobacteriaceae; He nonyckaercs Cootserctyer
Pseudomonas aeruginosa; He nomyckaercs Cootserctryer
Staphylococcus aureus: He nomyckaercs CootBercTByer
[IOCTOPOHHUX
MHUKPOOPraHW3MOB, B T.4. H
rpuboB, He 6oJee Thic/T 300,0 CootBercTRyeT

JlekapcTBeHHEIi TIpenapar [yis BETepMHapHOro npuMeHeHus Betowm 4, cepus 060919, B motpe
6anka 500 r u3 TIOJIMMEPHBIX MaTepUaloB, COOTBETCTBYET TpeGoBarusm TV 21.20.23.190-03
OBITH BBINIYILEH B IpaJaHCKHUIA 060pOT B CONPOBOKACHHIH 3aKTIOYCHHS YHOITHOMOYEHHOI0

3as. LJIBTK

Hupexrop

OHMTENBCKOM yrmakoBke
8-23609643 u moxer
JIAITA.

F P— AA. Jensx

AUN. Jlensax



