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ObmectBo ¢ orpanuuennoii OTBETCTBEHHOCTBIO

Hay4no —

pOH3BOACTBeHHAs pupma
Poccus, 630559, HoBocnﬁnpc:caﬂ 001

p.i. Koasnoso, npomzona,

Ilourossiii axpec: 630559, Horocnbupek

“Uccnenosarennckuii ueHTp”
acte, HoBocubnpcexuii paiiomn,
ropmyc 200, opuc 426

as obsacrte, p.o. Koasnogo, a/s 247

Tenedon / paxe: (383) 336-71-32, 336-52-65, 325-30-73 — OT/Ie NPoaaK,

(383) 336-52-72 — Gyxranarepusi,

(383) 325-30-07 - M1
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Toprosoe naumenosanue JieKap
MHH: Vetom 4.

Homep PY: 35-1-16.13-1477Nel1BH-1-4.7/02080.
Beinyex mo TV: 21.20.23.190-03 8-23609643.
®opma Beinycka: nop
Homep cepun: 040619,

Obwem cepuu, npexnsisasiemoii na
Mecto or6opa: II[10.

. Mara orGopa: 27.06.2019.

Kauectsennoe YAOCTOBEPEHHE Ha JIeKaApCTB

AJIST BETEPMHAPHOTO pUMeHeHus Berom 4
Ne 526 or 02 aBryera 2019 1.,

CTBE

OLIOK B BaHKa 13 TIOJTMMEPHBIX MAaTePHAIOB MacCol HETTO 0,5 xr.

HCNbITAHUA: 236 1T,

10. lata nocrynnenns 8 WJIBTK: 27.06.2019.

11. Konnuecrtro MOCTYMUBIIHX 06pa3uos: 6 00pazwos mo 0,5 kr.
12. Kem oTo6pana npoda: naGopant O.B. Turopa,

13. U3Bemenne ot: 27.06.2019.

CHHBIi npenapar

HHOT0 cpeacTBa AJs Berepuﬂapnoro NpuMeHeHus: Betom 4.

m Hanmenosaunne nokasares Hopma no HTJT PesynbraT ucnsrtanmii
n/n
1. BHewnuii Buz, uper, sanax u Onsoposnetii, cermyymii nopomok Genoro CootBeTcTBYeT
BKYC useTa, Ge3 3anaxa, c1aakoro Bkyca
2 PacTBopumocts PacTBopuM B Bozte B Teuenne 10 MMHYT. CootsercByer
Honyckaercs nanuume 6enoro ocazka.
3. pH (7,040,5) 6,8
4. IToTeps B Macce npu
BRICYIIMBAHNH, Y%, He Gojee 6.0 CooteercTByeT
5. AHTarOHHCTHYECKAST AKTMBHOCT
K TECT-KyNbTypam (30Ha
YTHETCHUS POCTa, MM, He MeHee)
Shigella sonnei - 32; 5,0 8
Salmonella typhimurium - 2606; | 5,0 5
Staphylococcus aureus - 209; 8,0 8
Candida albicans - 620 6,0 10
6. CymmapHoe konuuectso crop
Bacillus amyloliquefaciens
mraMm BKIIM B-10642 B 1 r He menee 1x108 3,0x10¢
npenapara, KOE/r
7 [MomnuubocTs JlomKHEI NpUCYTCTBOBATE OakTepuu CooteercTBYyeT
Bacillus amyloliquefaciens wramm BKIIM
B-10643
8. Mukpo6uonornyeckas 4UCTOTA,
HaTHYue:
Enterobacteriaceae; He gomyckaercs CootBeTcTBYET
Pseudomonas aeruginosa; He nomyckaercs CootsercTtByer
Staphylococcus aureus; He nomyckaercs Cootsercrayer
MOCTOPOHHHX
MHMKPOOPIraHH3MOB, B T.4, H
rpUbOR, He Goee Thic/T 300,0 Coorserctyer J

Jlexkapcreennerii npemna
Ganka 500 r u3 monum

3aB. UJIBTK

Hupextop

PaT JULA BETEpUHAPHOro npumMeHeHus Betom 4, cepust 040619, B morpe
EPHLIX MaTepHaOB, COOTBETCIBYET TpeGoBaHuaM TY 21.20.23.190-03
OBITE BIMYILIEH B rpaskIaHCKuit 000POT B COMPOBOXACHUM 3AKIIOYEHHS YTOJIHOMOYEHHOTO
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OUTeNTbCKOI YITaKoBKke
8-23609643 u moxer

Jiguaa.




