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O6mecTBo ¢ orpannvenHoii 0TBeTCTBERAOCTRIO

Hayuno — nponssoacrsennas gpupma
Poccus, 630559, Hosocubupekas 061

p-n. Koiib1oBo, nayuno-npouseoxcreennas 3oua, kopmyc 200, opuc 426
IouToBslii agpec: 630559, Hosocubupckas o6aacrs
Tenedon / daxc: (383) 336-71-32, 336-52-65, 325-

“HcenenoBarensekuii uenTp”
acre, HosocuGupeknii paiion,

, p-ii. Konbuoso, a/s 247
30-73 — oTaen npoaak,

(383) 336-52-72 — Gyxraarepus, (383) 325-30-07 - UT

s

Toprosoe nHanmenosanmue sieka
MHH: Vetom 3.

Homep PY: 35-3-5.12-0600NeTIBP1-2-1.9/00059.
Boinyex mo TY: 21.20.23.190-037-23609643.
®opma BBIMYCKA: NOPOWIOK, GAHKA U3 MOTHME

KadvecTBennoe YAOCTOBEpeHNe HA JIeKapCTBEHHBIH Mpenapar
AN BETEPHHAPHOI0 NpuMeHeHus BeTom 3
Ne 1135 or 13 urons 2020 r.

Macca Hetto 0,5 kr.

6. Homep cepun: 090720,
7. O6bem cepuu, NPeAbABISEMOii HA HCIBITAHNS: 1242 .,
8. Mecto otGopa: L[1D.

9. Hdata otbopa: 08.07.2020.
10. Tata nocrynuenns 8 UJIBTK: 08.07.2020.

1. KostmyecTBO moeTynusimmx 00pas3iuoB: 6 odpaswos no 0,5 kr.
12. Kem oToGpana npo6a: naGopaut O.B. Turosa,

13. M3Bemenue ot: 08.07.2020.

PCTBCHHOTO MpenapaTa Aisi BETePHHAPHOTO NpUMeHeHus: BeTom 3,

PHBIX MATEpPHAJIOB C KPBILIKOH M3 MOTHMEPHBIX MaTepHanos,

Ne HanmenoBaHue nokazarens Hopma no HT/] PesynbTat ucneitanuit
n/m
L: BHewnuit Buj, user, sanax u OnHopoanslii, cimyuuii nopouok Gesoro CootBetcTByeT
BKYC LBera, 6e3 3anaxa, C/IaAKkoro BKyca
2. PactBoprMocTh PactBopuM B Boje B TeueHue 10 MHHYT. CooteetcTByeT
Honyckaetcs nanmaue Genoro ocaska.
3. pH (7,0+0,5) 6,8
4. [Toreps B Macce npu
BLICYLIMBAHUH, %, He GoJiee 6,0 CooTBeTCTBYET
3, AHTaroHHUCTHYECKAs AKTHBHOCTH
K TECT-KYJIbTYpam (30Ha
YTHETEHHs pOCTa, MM, HE MEHee)
Shigella sonnei - 32; 5,0 5
Salmonella typhimurium - 2606; | 5,0 5
Staphylococcus aureus - 209; 8,0 8
Candida albicans - 620 6,0 10
6. CyMMapHoe KONHIecTBO crop
Bacillus amyloliquefaciens
wramm BKIIM B-10642 81 1 He menee 1x10° 2,9%10°
npenapara, KOE/r
T [ToanuuHoOCTS HomKHE! npucyTCTBOBATH GaKTEpHH CooTserctByeT
Bacillus amyloliquefaciens mramm BKIIM
B-10642
8. Mukpobronoruyeckas uucTora,
HalHuue;
Enterobacteriaceae; He nomyckaercs CooTsercTByeT
Pseudomonas aeruginosa; He nonyckaercs CootBercTByeT
Staphylococcus aureus; He nomyckaercs CootseTcTBYeT
MOCTOPOHHHX
MHKPOOPraHH3MOB, B T.4. U
rpudoB, He GoJiee ThiC/T 300,0 CootserctByeT

JlexapcTBeHHbIi Npenapar Uis BeTEpUHAPHOrO MpHMeHeHHs Betom 3, cepust 090720, B moTpeGUTENLCKOH YNAaKOBKe
anka 0,5 Kr U3 MOMHMEPHBIX MATepPHAJIOB, cooTBeTCTBYeT TpeGoanuam TY-21,20.23.190-037-23609643 u mosxeT
OBITh BBIMYIIEH B IPaIaHCKHIT 060POT B COMPOBOK/ICHHH 3AKTIOUCHUS YHOTIHOMOUEHHOTO JI aic

3as. UJIBTK
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