Obmecrro ¢ Orpanngennoii OTBETCTBEHHOCTRIQ
Hayuano — NpoH3BOACTBeHNAy Gupma «I/Iccneuonarenbclcm“i HEHTP»
Poccns, 630559, Hoaocuﬁnpc:caﬂ ob6Jiacrs, Honocnﬁnpcknii paiion,
K ] p.m. Konbnono, Hayqﬂo-nponanoncmeuﬂan 30Ha, Kopmyc 200, opuc 426
MoutoBkrii anzpec: 630559, Honocuﬁnpclcaﬂ obJsacT, p-i. Kostknoso, a/s 247

Tenegon / taxke: (383) 336-7 1-32, 336-52-65, 325-30-73 - 0TAe] npoxask,
(383) 336-52-72 - Oyxraarepus

KavectBennoe YaocToBepenue Ha JEKAPCTBEHHBIH npemapar
AJISL BeTepHHAPHOT O NpHMeHeHHst Beronm 2
Ne 1570 or 11 HosiOps 2020 r.,

1.
2. MHH: Vetom 2

3. Homep PYy: 21.20.23.]90-041—23609643.

4. Beinyck no TY: 35-3-5.]2-0602N91'IBP—1-2.6/0]746.

5. ®opma BBIMYCKa: mopowrok, Ganka 13T, macca werro 0,5 kr.
6. Homep cepun: 231 120.

7. Obnem CEPHH, peabLsIBIsIEMOI] Ha HeneITanus:: 1240 .,
8. Mecto oTGopa; I[[1D.

9. HMara ot6opa: 05.11.2020.

10. TaTa noctynnenus B UWIBTK: (5.1 1.2020.

1. Konnyeergo MOCTYMUBLINX 06pa3ios: 2 Ganku x 0,5 kr.

12. Kem 0TOOpaHa npo6a; naﬁopaHT~MHKp06H0nor O.B. Turoga,

13. U3Bemenue or: 05,1 1.2020.
Ne Hanmenosanmue ToKa3arens Hopma mo HTQO Pesynerar ucnisrranmui
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Bremuuit pup Menkonucnepcuprii nopourok Genoro Cootsercrayer
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PactBopumocts, mun

5 [oreps B macce npu
BLICYINHBAHHY, Y%, He Gojee
AHTaronucTHyeckay aKTHBHOCTD K
TECT-KyNIbTypam (30Ha yrueTenus
pocra), MM, He Meree
Shigella sonnei - 32
Salmonella typhimurjum - 2606;
Staphylococcus aureus - 209;
Candida albicans - 620

IonnunHOCTL

PacTopuma B BOJe, monyckaercs
HaIlH4Ke ocajka Genoro peta, Bpemsa

CootsercTryer

HNpenapar gomxen COIepxaTh
lrraMmer 6akrepuii Bacillys
amyloliquefaciens BKIIM B-10642 u
Bacillus amyloliquefaciens BKITM B-
10643

Coorsercrayer

MHKpofiHonomqecxaﬂ YHCTOTA,
HaTHYyHe:

Enterobacteriaceae;
Pseudomonas aeruginosa;
Staphylococcus aureus;
MOCTOPOHHMX MHKPOOpPraHH3MOB,
B T.4. IpHOOB, THIC/T He Gonee

He nonyckaercs
He nonyckaercs
He nonyckaerca
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