O6mecTro ¢ orpannuennoii OTBETCTBEHHOCTBLIO

Hayuno - npoussojacreennas

¢pupma «HMccaenoBarensexuii HEeHTP»

p.n. Koasnoso, npom3sona, kopnyc 200, oduc 426

K ] Pocens, 630559, Hosocubupckas obs1actb, HoBocnBupeknii paiion,

HMouTormiii agpec: 630559, Hosocubupcekasn obaacrs, p.n. Koawnoso, a/a 247

Tenedon / daxce: (383) 336-71-32, 336-52-65, 325-30-

(383) 336-52-72 — dyxrajrepus

73 — oT/1en nponask,

I. ToproBoe nanmenoBanne Jjieka
2. MexayHapoaHoe naTeHTOBAHHOE HaHMEHOBAHHE

Paspemenne na pinyck cepun JAEKAPCTBEHHOTO Npenapara
AJISE BETEPHHAPHOTO IPHMEHEHHS B TPAKAAHCKHI 06opoT
Ne 366 or 22 anpensi 2018 r.

npumenenusi: Vetom 2,

3. dopma BbINycKa: NOpoLIOk, GaHKa U3 NIOJIUMEPHBIX MATEPHATIOB C KPBILLKOHH
Macca Herto 0.5 kr,

o

o8 e La

Homep cepun: 050418,
O0nem cepun, npeabsiBasemMoii na uenbrranus: 1254 LT,
Mecto o160pa: NPOM3BOACTREHHLII] ydactok No 2,
Mata ordopa: 10.04.2018.
Hata noctynaenns B MJIBTK: 10.04.2018.
KosmmvecrBo nocrynusuimx o0pasuoe: 6 danok 0,5 kr.

10. Kem oTo6pana npoba: nadopant-mMukpoGuoor 3.I'. Texyrbera.
I'l. Ussemenne ot: 10.04.2018.

PCTBEHHOIO cpeacTBa s BETEPHHAPHOTO NPUMEHEeHHs; BeTom 2.
JEKAPCTBEHHOIO cpeacrsa ags BETEPHHApPHOTO

H3 MOJIUMEPHBIX Marepuanos,

Ne Haumenosanne nokaszarens Hopma no HT /T Pezynbrar HcﬁblTaHHﬁT
n/
1 Bueurnuii Bun MeikoaucnepcHblii mopowok Gesoro CootBeTcTBYET
LBETA
2 3anax, BKyc Bes 3anmaxa, caankoro Bkyca CootsercTpyer
3 PacTBOpHMOCTS, MHH Pacteopuma B Boze, nonyckaercs CootsercTByer
Hanu4ue ocajka 6enoro useta. Bpems
pacteopenus — 10,0 mun
4 Bonopoausiii nokazarens 7,0+1,0 6.8
5 IoTeps B Macce mpu
BbICYILIHBAHMH, %0, HE Bosee 6.0 5.8
6 AHTaroHUCTHYECKAs AKTHBHOCT K
TECT-KYJIbTypaM (30Ha YrHETeHUS
pocTa), MM, He MeHee
Shigella sonnei - 32; 5.0 5,0
Salmonella typhimurium - 2606; 5,0 5,0
Staphylococcus aureus - 209: 8,0 8,0
Candida albicans - 620 6,0 10,0
g [MoanuuuocTs Ipenapar nomken conepsarn
wTamMMel Gakrepuii Bacillus CooteercTByeT
amyloliquefaciens BKITM B-10642 u
Bacillus amyloliquefaciens BKIIM B-
10643
8 MuxkpoGuooruieckas yncToTa,
HaT4dHe:
Enterobacteriaceae; He nonyckaerca CooteercTByer
Pseudomonas aeruginosa; He nonyckaetcs CooteeTcTBYET
Staphylococcus aureus; He nonyckaetcs CootercTBYET
MOCTOPOHHMX MHKPOOPTaHH3MOB,
B T.4. rpudOB, THIC/T He Gonee 300,0 / CootrsercTByeT
Hupextop A.H. Jlensix
3aB. JIFTK

AA. Jlensik



