Crpanuna 1 u3 1

OGmecTBo ¢ orpannYeHHOIi 0TBETCTBEHHOCTDIO
Hay4Ho — npounsBoacreennas gpupma “Heeienoparenpekuii neHTp”
Poccns, 630559, HoBocubupcekas o61actn, Hoocnbupckuii paiion,
& ] p-n. Kosienoso, npomsona, kopmyc 200, oduc 426
Ilouroswiii axpec: 630559, Hosocubupekas obsacTh, p.u. Koasnoso, a/s 247
Tenedon / dpaxc: (383) 336-71-32, 336-52-65, 325-30-73 — oTaen npoaax,
(383) 336-52-72 — GyxraaTepus, (383) 325-30-07 - WJI

KauecTBennoe ynocrosepenne HA JIeKaPCTBEeHHBIN npemapar
AJISi BETEPHHAPHOTO NpuMeHeHns Berom 1.2
Ne 782 ot 01 uronst 2020 r.

Toproeoe nHaumenoBanmue: Berom 1.2.

MHH: Berom 1.2.

Homep PY: 35-1-10.18-4247NeITBP-1-10.18/03449.
Bemycek mo TY: 21.20.10-062-23609643-2018,
JlexapcTBenHasi opmMa:  TIOPOWIOK [UIS [pPUEMA BHYTPh H PEKTAILHOTO npuMeHeHHa B OaHke M3
NOIHMEPHBIX MaTepPHaNoB, Macca Hetto 0,5 kr.

6. Homep cepuu: 090620,

7. O0bem cepHn, NpeIbABAAEMOil HA HCIBITAHNS: 725 10T,
8. MecTo otdopa: LITID.

9. Mara ot6opa: 29.05.2020.

10. Mara nocrynaenusn 8 MIBTK: 29.05.2020.

11. KosimgecTso noctynuBmmx o6pasuos: 2 o6pasia no 0,5 kr.
12. Kem oTobpana npoba: na6opant O.B. Turosa.

13. M3Berenne ot: 29.05.2020.

DR

Ne Haumenosanue mokasareiis Hopma no HT/T Pezynbrar ucnnitaHuii
n/n
1. BHewHuii Buj, 1per, 3anax [Topomok Genoro userta 6e3 3amaxa CoOTBETCTBYET
2 Bpems pecycnenaupoBanus, MuH. | 10, gomyckaeTcs Hajaudue ocaaka CootBeTcTBYET
3. pH (7,0+0,5) 6,6
4 IMoTeps B Macce npu
BBICYLIHBaHUH, %, He Gonee 6,0 CooTteTcTBYET
< AHTaroHHCTHYECKAas AKTUBHOCTh
K TECT-KyIbTYpaM (30Ha
YTHETEHHS POCTa, MM, HE MEHee)
Shigella sonnei - 32; 5,0 5
Salmonella typhimurium - 2606; | 5,0 5
Staphylococcus aureus - 209; 8,0 8
Candida albicans - 620 6,0 10
6. KonnuecTBo XHBBIX MHKPOOHBIX
knetox, Bacillus subtilis,
Bacillus amyloliquefaciens, 1x106 2,5x10°
KOE/T, He Mmenee
T ITognuHHOCTE Berom 1.2 nomken conepxars Oakrepun | CooTBETCTBYET
Bacillus subtilis, Bacillus
amyloliquefaciens
8. MuxkpoOHnonornyeckas 4ucToTa,
HaJTMuue:
Enterobacteriaceae; He nomyckaetcs CootBercTByeT
Pseudomonas aeruginosa; He nonyckaercs CooTBeTcTBYET
Staphylococcus aureus; He nonyckaetcs CootBercTBYET
MOCTOPOHHMX
MHKPOOPraHU3MOB, B T.4. H
rpuboB, He fojee ThIC/T 300,0 CooTseTcTBYET

JlexapCTBeHHBI Npenapar s BeTepHHApHOro npuMeHeHuss Bertom 1.2, cepus 090620, B norpeduTensckoii
ynakoBke GaHka W3 MOJMMMEPHBIX MatepHanoB 0,5 Kr, COOTBETCTBYET tpebopanrmive-TY 21.20.10-062-23609643 n
MOXET OBITb BBINYIIEH B IPAXIAHCKHIT 0GOPOT B COMPOBOXKACHNH 3aKITFOYEHNS YIIONHOMOYEHHOTO JIHIIA.
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