Crpanuua 1 u3 1

O0mecTBO ¢ OrpaAHHYEHHOH OTBETCTBEHHOCTLIO
Hayuno — npoussoacreennas pupma “Mcenenoparenbexuii uenrp”
Poccus, 630559, Hosocubupckas obaacts, Hopocubupcekuii paiion,
& ] p-n. Koasuoso, npomsona, kopnye 200, odpuc 426
Iourosslii anpec: 630559, Hosocubupekas odiactsb, p.u. Koabnoso, a/a 247
Tenedon / paxe: (383) 336-71-32, 336-52-65, 325-30-73 — oTaen npoaax,
(383) 336-52-72 — GyxranTepus, (383) 325-30-07 - NJI

KauecTBeHHOE YI0CTOBePeHHEe HAa JIeKAPCTBEHHBIH npenapar
AJ1s BeTepuHapHoro npuMenenus Berom 1.2
Ne 222 or 04 anpeas 2019 1.

Toprosoe HauMeHoBanue: Betom 1.2

MHH: Betom 1.2.

Homep PY: 35-1-10.18-4247Ne[1BP-1-10.18/03449.

Buinyck no TY: 21.20.10-062-23609643-2018.

. JlekapcTBennasi Qopma: MOpPOUIOK [N NpHemMa BHYTPh H DPEKTAILHOTO NPHMEHEHWA B TAKeTe H3
NaMHHUPOBAHHOM Gymaru, Macca HeTTo 50 r.

6. Homep cepun: 020419.

7. ObGbem cepun, npeabsiBasgemoii Ha uenbiranus: 12000 wr.

8. Mecro orGopa: LIIID.

9. Mara ordopa: 01.04.2019.

10. laTa nocrymienns B WJIBTK: 01.04.2019.

11. KonnuecTBo noetynusiumx o6pasuop: 50 o6pasios no 5 rpamMm.
12. Kem otodpana npo6a: nabopaut O.B. Turosa.

13. M3gemenne o1: 01.04.2019.

oW

Ne HanMeHOBaHHE TOKa3aTeNls Hopma no HTT PesynbTaT HCNBITAHHIA
1/
1, BuewHui BUI, UBET, 3anax ITopomok denoro 1pera 0e3 3anaxa COOTBETCTBYET
2 Bpems pecycrieHIUpOBaHHus, MUH. | 10, AonyckaeTca HalMuue ocanka CooTBeTcTBYET
3. pH (7,040,5) 6,6
4 IMoTeps B macce mpu
BLICYIIHMBaHKH, %0, HE Oonee 6,0 COOTBETCTBYET
3 AHTaroHUCTHYECKas aKTHBHOCTh
K TecT-Ky/nbTypam (30Ha
YTHETEHHUs POCTA, MM, HE MEHEe)
Shigella sonnei - 32; 5,0 5
Salmonella typhimurium - 2606; | 5,0 5
Staphylococcus aureus - 209; 8,0 8
Candida albicans - 620 6,0 10
6. KonmaecTBo 3 HBBIX MAKPOOHBIX
kietok, Bacillus subtilis,
Bacillus amyloliquefaciens, 1x10¢ 2,6x106
KOE/Tr, He MmeHee
7. IToaTHHHOCTE Betom 1.2 nomkeH conepxath Gakrepun | CooTBeTCTBYET
Bacillus subtilis, Bacillus
amyloliquefaciens
8. MukpoOuonorHyeckas YucToTa,
HAJIHYHE:
Enterobacteriaceae; He nonyckaercs CooTBETCTBYET
Pseudomonas aeruginosa; He pomyckaercs CoOTBETCTBYET
Staphylococcus aureus; He pomyckaercs COOTBETCTBYET
MOCTOPOHHHX
MHKPOOPTaHM3MOB, B T.4. H
rpubos, He Gosee ThIC/T 300,0 COOTBETCTBYET

JlekapcTBEHHBIH MNpemapar LI BEeTEPHHAPHOTO MPHMCHEHUS Betom 1.2, cepusi 020419, B moTpeOuTEIIBCKOM
ynakoske Taker 50 T M3 JAMHHMPOBAHHOH OyMaru, COOTBETCTBYET TPEIOBAHIM TY 21.20.10-062-23609643 u
Mo3keT GBITh BBITTYIIEH B rpaXaaHCcKHii 060poT B CONPOBOMKACHHH, i
3as. WJIBTK

JupexTop



