OO011IeCTBO ¢ OTpaHUICHHOMN
OTBETCTBEHHOCTHIO
Hayuno — npousBo/icTBeHHAs (hrupma
«HccnenoBaTenbCKuil IEHTP»

630559, Poccus, HoBocubupckast 001acTsb, T.0.

pabounii mocenok Konsuoso, pn Konbuozo,
3oHa HayuHo-nponsBoacTBenHas, k. 200
ITouToBsrit aapec: 630559, Poccus,
HoBocubupckas obnacts, r.0. pabounii
nocenok Koasuoso, pn Konbuoso, a/s 247
Tenedon / pakc: (383) 336-71-32, 336-52-65, 325-
30-73 — oTmen npojax,
(383) 336-52-72 — Oyxrantepus

4 OOKYMEHT NOANMMNCAH )

9NEKTPOHHOW
noanmncCbrO

CepTudukar
0254A2440074B2CC9F4C53B2
14F051EA25
Oencteutenexd ¢ 29.01.2025 no
29.01.2026
Bnapeney, lenak AHacTacua

KavecTBeHHOE y10CcTOBEpEeHHE

Ne 87 ot 03 peBpans 2025 r.

BAJI Betom 4/5r;Nel ;mop.#1

. Toprosoe HanmenoBanune BAJl: Betowm 4.

AnekcaHgpoeHa

- J/

O 01O\ LN Wi —

. MexxnyHapoaHoe naTeHTOBaHHOe HauMeHoBaHue BAJ[: Vetom 4.

. ®opma BbINMyCKA: MIOPOIIOK, MAKeT U3 JAMHUHHPOBAHHOW OyMaru, Macca HeTTo 5 T.
. Homep cepum: 010125.
. O0beM cepun, mpeabsBJsieMoii Ha ucnbiTanus: 2500 mT.
. MecTo otdopa: 1{[1D.

. MaTa orbopa: 27.01.2025.
. Hata nocrymienust B MJIBTK: 27.01.2025.

. KoanuecTBo nmocrynupmmx 006pa3unos: 50 makeTos no 5r.

10. Kem oTodpana npoba: nadopant T.B. Berposa.
11. M3Bemienne ot: 27.01.2025.

Ne HaumenoBaHue nokasaresns Hopma no HT I Pe3ynbraT ucnstanuit
n/m
1 Buemnuii Bup MenkoIuCniepCHBIN TOPOIIOK OeI0T0 CooTBeTCTBYET
I[BETa
2 3amax, BKyC be3 3amaxa, ciagkoro Bkyca CoOTBETCTBYET
3 PacTBOpHMOCTB, MUH PacTBOoprMa B Bofe, DommycKaeTcs CooTBeTcTBYET
HaJIM4#e ocaaka Oemoro mBeTa. Bpems
pactBopenus — 10,0 muH
4 BomopoaHsbIii mokazarenn 7,0+1,0 6,8
5 Tloreps B Macce npu
BEICYITMBaHUH, %, He Oosee 6,0 5.8
6 AHTaroHMCTHYECKasi aKTUBHOCTH K
TECT-KyJIbTypaM (30Ha yTHETCHHUS
pocTa), MM, HE MeHee
Shigella sonnei - 32; 5,0 5,0
Salmonella typhimurium - 2606; 5,0 5,0
Staphylococcus aureus - 209; 8,0 8,0
Candida albicans - 620 6,0 10,0
7 IHoxnuuHOCTB IIpenapar nokeH COAep)KaTh MITAMM
6aktepuii Bacillus amyloliquefaciens CooTBETCTBYET
BKIIM B-10643
8 Mukpobuonornueckas YuCToOTa,
HaJIM4ue:
Enterobacteriaceae; He nomyckaercs CooTBETCTBYET
Pseudomonas aeruginosa; He nomyckaercst CooTBeTCTBYET
Staphylococcus aureus; He nomyckaercs CooTBeTCTBYET
MOCTOPOHHUX MHKPOOPTraHU3MOB,
B T.4. rpu0OB, THIC/T HE Ooee 300,0 CooTBeTCTBYET
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