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Haumenonae NoKasatens il Hopma no HTH ﬁcaynbmr HenbITanmi
Buewnnit gy Mesnkonucnepcimit nopowoxk Genoro Coorsercrayer
usera
danax, skyc Bes sanaxa, CNaaKoro Bkyea Coorsercrayer
Pacmopumom, MHH Pactiopuma g BOZE, fnonyckaeTes Coo'ruc'rc'rnyc'r
Halnvite ocanka Genoro usera, Bpens
J PACTBOPEHHA ~ 10,0 Min
4 Bonoponnbiii nokasarens 7,0+1,0 6,8
TMoreps b macce npH I
BbICyutBatum, %, ne Gosee | 6,0 e W 5,8
AHTAroHicTHYecKag AKTHBHOCTD K I
TECT-KYALTYpam (3oma YrHereims
pocTa), mm, He Menee
Shigella sonnei - 32 5,0 5,0
Salmonella typhimurium - 2606; 5.0 5,0
Staphylococeus aureus . 209; 8,0 8,0
Candida albicans - 620 6,0 10,0
i Mounnmocrs Mpenapat pomxern COACPKATE WITAMM
bakrepnit Bacillug amyloliquefaciens Coorsercroyer
BKITM B-10642
g MuxpoGuonoriteckan HHCTOTS,
Hamy He:
Enterobacteriaceae; He aonyckaercn Cootsercrayer
Pseudomonas acruginosa; He nonyckaercy Cooteerctnyer
Staphylococeus aureus; He nonyckaercs C007w1'craye1‘
nocTopoHnx MHKPOOPrani3sMos,
[_ B 1.4, rpuBOB, ThiC/T He Gonee 300,0 5 M CoorsercTpyer
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