O06mecTBO ¢ OrpaHHYeHHOH 0TBETCTBCHHOCTDIO
Hayuno — npon3BoAcTBeHHas Gupma «HcenenoBareabeKnii NeHTP»
Poccus, 630559, HoBocuGupcekas 06/1acTh, Hosocubupckuii paioH,
K ] p-i. Konbuoso, Hay4no-npoH3BOACTBEHHAS 30HA, KOpNYC 200, opuc 426
IouTosslii anpec: 630559, HoBocubupckas 06;1acTh, p.1. Koabuoso, a/a 247
Tenedon / paxc: (383) 336-71-32, 336-52-65, 325-30-73 — oTaen npoaak,

(383) 336-52-72 — Gyxrajrepus

KauyecTBeHHO€ YA0CTOBEPEHHE
Ne 31 or 11 siaBaps 2021 .

BAJT Berom 3/5m;Nel;mop.#1

1. BuosiorHyecKu aKTHBHas gobaBka: Betom 3.
2. @opma BbINMycKa: MOPOIIOK, MAKET U3 NaMMHHPOBAHHOM OyMary, Macca HeTTo 5 T.
3. Homep cepun: 201220.
4. OObeM cepu, npeabABAsemMoii Ha HenbiTanus: 10300 wr.
5. Mecro orGopa: LTID,
6. Mdata otGopa: 29.12.2020.
7. Hara noerymienns B WIIBTK: 29.12.2020.
8. KosinuecTBo nocTynuBmux o6pasuon: 50 nakeTos X 5 T.
9. Kem orobpana npoda: naGopant-mukpouosor O.B. Turosa.
10. Wseemenne ot: 29.12.2020.
Ne HanmeHOBaHHE MMOKA3ATEIA Hopma o HTJT Pesynbrar HCIIBITAHHH
n/n
1 BHenrHui BHI MeJKoAMCTIEPCHBIH [TOpoIIoK Gesioro CoOTBETCTBYET
OBETA
2 3anax, BKyC be3 3anaxa, cJIaJIkoro BKyca COOTBETCTBYET
3 PacTBOpUMOCTb, MHH PacTBopiMa B BOJIE, IOIyCKaeTCA CoOTBETCTBYET
Hamm4He ocaaka Genoro 1peTa. Bpems
pactBopenus — 10,0 Mun
4 BomopoaHblii ITOKa3aTe/b 7,0+1,0 6.8
5 [MoTepst B Macce mpu
BBICYIIMBaHHH, %, He OoJiee 6,0 5,8
6 AHTaroHMcTHYECKas aKTHBHOCTh K
TEeCT-KyJLTYpaM (30Ha yrHeTeHHA
pocra), MM, HE MEHee
Shigella sonnei - 32; 5,0 5,0
Salmonella typhimurium - 2606; 5,0 5,0
Staphylococcus aureus - 209; 8,0 3,0
Candida albicans - 620 6,0 10,0
7 [MomnMHHOCTE [IpenapaT JOJKEH CONEPHKATh
mtammel 6akrepuit Bacillus CoOTBETCTBYET
amyloliquefaciens BKIIM B-10642
8 MuKpoGHOnorHIecKas YHCTOTa,
HaJIH4uHue:
Enterobacteriaceae; He momyckaercs CoOTBETCTBYET
Pseudomonas aeruginosa; He momyckaercs CoOoTBETCTBYET
Staphylococcus aureus; He nonyckaercs CoOoTBETCTBYET
MOCTOPOHHHX MUKPOOPTraHH3MOB,
B T.4. rpu00B, TeIC/T He Domee 300,0 COOTBETCTBYET
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