O6mecTBo ¢ orpannyennoi OTBETCTBEHHOCTLIO
Hay4no — npousBoxcreennas ¢pupma «HMccnenoBarennekuii HEHTD»
Poccus, 630559, Hogocu6upekas 06aacTh, .0. paGounii moce0K Koasnoso,
& ] p-n. KoabnoBo, nayuno-nponssoxcreennas 30Ha, kopmyc 200, oduc 426
IoyToBbrii anpec: 630559, Hosocubupckan obaacts, p.m. Koasnoso, a/a 247
Tenedon / pake: (383) 336-71-32, 336-52-65, 325-30-73 — oTaen npoaak,
(383) 336-52-72 — GyxrasnTepus

Ka‘leCTBeHlloe YaocToBepenune
Ne 1065 ot 10 oxrabps 2024 .

BAJl Berom 3/5r;:Nel;mop.#1

. Buomornyeckn akTusHas no6aska: Betom 3.
®opma BbINycKa: MOPOLIOK, MAKET U3 JIaMMHHUPOBaHHOI Oymaru, Macca HeTTo 5 T.
Homep cepuu: 080924,
O61em cepuu, npeabsiBsieMOii Ha HenbiTaHus: 3000 wr.
MecTo orGopa: LD,
Hata orGopa: 30.09.2024.
HMata noetynmenns 8 UWJIBTK: 30.09.2024.
Konnueerso mocrynupmmx 00pasuos: 50 makeToB X 5 T.
. Kem oro6pana npo6a: naGopaur T.B. Betposga,
10. MsBemenne ot: 30.09.2024.
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No Haumenosanwue nokazares Hopma mo HT]T Pesynbrar ucneiranuit
n/n
1 Buewnuii Bun MenkoancnepcHsiii nopomox Gexoro CootsetcTByeT
1iBETa
2 3amax, BKyc Bes 3anaxa, ciiafkoro Bkyca CooteetcTBYET
3 PactBopumocTs, MuH Pactsopuma B Bozte, Jomyckaercs CootsercTByeT

Halnu4YMe ocanka Gesoro nsera. Bpems
pactopenus — 10,0 Mmun

4 Bopopoausit mokasarens 7,0+1,0 6,8
5 [loreps B Macce npu

BBICYIIMBAHHH, Y%, He Oonee 6,0 5,8
6 AHTarOHHCTHYECKAS AKTHBHOCTD K

TECT-KYbTYpaM (30Ha yrHEeTeHUs
pocTta), MM, He MeHee

Shigella sonnei - 32; 5,0 5,0
Salmonella typhimurium - 2606; 5,0 5,0
Staphylococcus aureus - 209; 8,0 8,0
Candida albicans - 620 6,0 10,0
7 [MognuuHoCTE [Mpenmapar foKEH ConepxaTh
mTaMMel Gaxtepuit Bacillus CootBetcTBYET
amyloliquefaciens BKITM B-10642
8 Mukpo6uonorudeckas ncrora,
HalH4ue:
Enterobacteriaceae; He nomyckaercs CootBetcTBYET
Pseudomonas aeruginosa; He nomyckaerca CooteetcTBYET
Staphylococcus aureus; He nomyckaercs CootBercTBYET
MOCTOPOHHHX MHKPOOPTaHH3MOR,
B T.4. IpuOOB, TEIC/T He Golee 300,0 CootBercTByer
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