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OO0mecTBO ¢ OrpaHHYEHHOH OTBETCTBEHHOCTRIO
Hayuno - nponsBoacreennas pupma «MeenenoBareabckuii HEeHTp»

Poccens, 630559, HoBocuOupcekas 06.aacTh, HoBocu6upckuii paiion,
p-ni. Koibnoso, Hay4no-npousBoacreennas 301a, kopuyc 200, opuc 426
ITouroreiii anpec: 630559, HoBocubupcekas obaacts, p.u. Koabnoso, a/s 247

Tenedon / daxe: (383) 336-71-32, 336-52-65, 325-30-73 — otaen npoaax,

(383) 336-52-72 — GyxranTepus

BAJ] Betom 3/5r;Nel;nop.#1
. Buonoruyecku akTHBHas qo6aBKka: BetoM 3.

. @opma BbIMycKa: NOPOILIOK, AKET U3 TaMHHHPOBAHHOM GyMary, Macca HETTO 5 I.
. Homep cepun: 061221,
. O0neM cepun, npeabsBAsieMoii Ha uensiTanus: 12100 mr,
Mecro otGopa: LIIID.

. Mara orbopa: 29.11.2021.
. JlaTa noctynnenus B MJIBTK: 29.11.2021.

. Konnueerso noctynuBiumnx o6pasuor: 50 naketoB x 5 T.
Kem orobpana npo6a: naGopant-mukpo6uosnor O.B. Tutopa.
0.HAsBemenue or: 29.11.2021.
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KauecTBennoe YaocTtoBepeHue

Ne 658 ot 03 nexadps 2021 r.

Ne HanMeHnoeaHue nokasareJis Hopma no HTJ Pesynbrar ncnbitanuit
n/n
1 BHewHuit Bug MenkoaucnepcHsli nopomox 6enoro CootseTcTBYyeT
1IBETA
2 3anax, BKyc bes 3anaxa, craakoro BKkyca CootsercTBYET
3 PactBopumocTh, MHH Pacteopuma B BosIe, fonycKaeTcs CootercTByer
Hann4Ke ocanka 6enoro nseta. Bpems
pacTeopeHus — 10,0 MuH
4 BoaopoaHslii nokaszaresib 7,0+1,0 6,8
3 [Toteps B macce rpu
BLICYIIMBAaHUH, Y%, He Goiee 6,0 5,8
6 AHTaroHUCTHUECKAsl AKTUBHOCTE K
TeCT-KyJbTypaM (30Ha yrHeTeHus
pocTa), MM, HE MEHee
Shigella sonnei - 32; 5,0 5,0
Salmonella typhimurium - 2606; 5,0 5,0
Staphylococcus aureus - 209; 8,0 8,0
Candida albicans - 620 6,0 10,0
7 [TopnuHHOCTH IIpenapar noJKeH couep»aTh
mraMMel Oaktepuii Bacillus CooTBeTcTBYET
amyloliquefaciens BKITM B-10642
8 MukpoOuonoruyeckas 4McToTa,
HaJIHuue:
Enterobacteriaceae; He nonyckaercs CoOTBETCTBYET
Pseudomonas aeruginosa; He nomyckaetca CootsercTBYET
Staphylococcus aureus; He nomyckaetcs CooTBeTcTBYET
MOCTOPOHHUX MHKPOOPTaHH3MOB,
B T.4. TpHOOB, THIC/T He Gonee 300,0 CooTBETCTBYET
JHupexTop A.H. Jlenax
3as. LJIBTK A.A. Jlensk




