OGuecTBO ¢ OrpaHNIEHHON OTBETCTBEHHOCTEIO
Hayuno — npoussoacreennas pupma «MccnenosaTeabeKuii NeHTP»
Pocenus, 630559, Hopocudupckas o6sacts, HoBocubnpekuii paion,
p.n. Ko/iboBo, Hay4HO-IPON3BOACTBEHHARA 30HA, KOpIyC 200, opuc 426
IMourosslii agpec: 630559, Hosocnbupcekasn 06aacTh, p.u. Koabnoso, a/n 247
Tenedon / paxc: (383) 336-71-32, 336-52-65, 325-30-73 — oTaen Npoaax,

RJ7

(383) 336-52-72 — DyxrajaTepus

KadecTBeHHOE YIOCTOBEPEHHE
Ne 230 or 15 mapTa 2022 1.

BAJI Berom 3/51;Nel;nop.#1

R

10. Ussemenue ot: 09.03.2022.

BuoJornyeckn akTuBHas qo6aBka: Berom 3.

®opma BBIMYCKa: NOPOLIOK, TAKET U3 TAMUHMPOBAHHOI OyMary, Macca HeTTo 5T
Homep cepum: 030322,
O61LeM cepHH, NpebAB/ISEMOii HA HCNBITAHHSL: 27050 wr.
Mecto ordopa: LTID.
JlaTta ot6opa: 09.03.2022.
Jara noctynsiennsi B MWJIBTK: 09.03.2022.

Ko/IHYeCTBO NOCTYNHBIIMX 006pa3ioB: 50 nakeToB X 5 T.
Kem oto6pana npoda: nabopant-mukpobuonor O.B. Tutosa.

Ne HaumeHnoBaHHE MOKA3aTENA Hopma o HTJ] Pe3y/bTaT HCIbITaHHIT
/i
1 BuewHuii BUI MeKoIUCepCHbI OpoLIoK Genoro CooTBeTCTBYET
1BETA
2 3amax, BKYC Bes 3amaxa, cllakoro Bkyca CoOTBETCTBYET
3 PacTBOpHUMOCTh, MHH PacTBOpHMa B BOJIE, A0IYCKAeTCs CoOTBETCTBYET
Hanuue ocaaka Oenoro npera. Bpems
pacteopenus — 10,0 muH
4 BoaopoHslii nokazaTesb 7,0+1,0 6,8
5 [ToTeps B Macce MpH
BBICYLIMBAHHM, %, HE Oonee 6,0 5.8
6 AHTAaroHUMCTHYECKas akTUBHOCTE K
TeCT-KyJIbTypaM (30Ha yTHETEeHHA
pocta), MM, He MeHee
Shigella sonnei - 32; 5,0 5,0
Salmonella typhimurium - 2606; 5,0 5,0
Staphylococcus aureus - 209; 8,0 8,0
Candida albicans - 620 6,0 10,0
if [ToanuHHOCTD [Tpemapat JOIIXKEH COAEPKATH
mraMmel Gakrepuit Bacillus CooTBETCTBYET
amyloliquefaciens BKITM B-10642
8 MuxkpoGuonoruyeckas HuCToTa,
HaTU4KeE:
Enterobacteriaceae; He nomnyckaercs CooTBeTCTBYET
Pseudomonas aeruginosa, He nomyckaercs CoO0TBETCTBYET
Staphylococcus aureus; He nomyckaercs CooTBETCTBYET
MOCTOPOHHHX MHKPOOPTaHH3MOB,
B T.4. rpu6OB, THIC/T He Donee 300,0 CoOTBETCTBYET
JlupexTop A M. Jlensk

3as. WJIBTK

AA. Jlensik




