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O6mecTBO ¢ OrpaHHYEHHOH 0TBETCTBEHHOCTEIO
Hayuno — npousBoAcTBennas gpupma «HccenoBaTe bCKui UeHTp»

Poccns, 630559, HoBocuGupckas 00,1acTh, r.0. padoanii noce ok Koannogo,
p-n. Ko/ib10BO, HAY4HO-NPOH3BOJACTBEHHAS 30Ha, KOPIYC 200, opuc 426
IouToswiii axpec: 630559, Hoocubupcekas o6nactb, p.n. Koasuoso, a/s 247

Tenedon / paxc: (383) 336-71-32, 336-52-65, 325-30-73 — oTaen Opoaax,

(383) 336-52-72 — GyxrajaTepus

KauecTBeHHOE yI0CTOBEPEHHE
Ne 820 ot 05 mroas 2024 r.

BAJT Berom 3/5r;Nel;mop.#1

PPN AW

10. Azgemenne ot: 02.07.2024.

Buoornyeckn akTupHas qo6aska: Berom 3.
®opMa BLIMYCKA: NOPOLIOK, MTAKET U3 TAMHHUPOBaHHOH OyMari, Macca HeTTo SC
Homep cepuu: 050624,
O6bem cepu, NpeabsB/sieMoii Ha HenbITanus: 200 wr.
Mecto oTdopa: LI1D.
JlaTa ot6opa: 02.07.2024.
JaTta nocrymienus B WJIBTK: 02.07.2024.
Ko/IM4ecTBO MOCTYNHBLINX 06pa3uos: 50 MakeToB X 5 T.
Kem otoGpana npoGa: nadopant T.B. Berpopa.

Ne HaumeHoBaHHE [TOKA3aTENA Hopwma mo HT]I Pe3ynbTaT HCIBITAHAH
n/n
1 BrenrHuii BUIL MenkoaucnepcHslil mopomok 6enoro CoOTBETCTBYET
LBeTa
2 3amax, BKyc Be3 3amaxa, clagkoro BKyca COOTBETCTBYET
3 PacTBOpHMOCTD, MHH PactBopuMa B BOJE, JOIYCKaeTCA CooTBETCTBYET
HaluyHe ocanka Genoro usera. Bpems
pacteopenus — 10,0 MuH
4 BoaopoaHslii nokasaTelib 7,0+1,0 6,8
5 IToteps B Macce IIpH
BeICYIIMBaHuH, %0, He Gomnee 6,0 5.8
6 AHTaroHUCTHYECKAsd AKTHBHOCTE K
TECT-KYJIbTypaM (30Ha YTHETECHHA
pocTa), MM, He MeHee
Shigella sonnei - 32; 5,0 5,0
Salmonella typhimurium - 2606; 5,0 5,0
Staphylococcus aureus - 209; 8,0 8,0
Candida albicans - 620 6,0 10,0
7 [MoanuHHOCTHL [penapaT HOMKEH CONEPHKAaTh
wramMmel Oaxrepuit Bacillus CooTBETCTBYET
amyloliquefaciens BKIIM B-10642
8 MuxkpoGuonoruyeckas 4ucTOTa,
HaJTHYHe:
Enterobacteriaceae; He pomyckaetcs COOTBETCTBYET
Pseudomonas aeruginosa; He pomyckaeTtcs CoOoTBETCTBYET
Staphylococcus aureus; He nomyckaetcs CooTBeTCTBYET
MOCTOPOHHHX MHKPOOPTaHH3MOB,
B T.4. [pHOOB, THIC/T He Gonee 300,0 COOTBETCTRYET
JupexTop AMN. Jlensak
Havanesauk OBTK A.A. Jlensk
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