O01ecTBO ¢ OTPAHMYEHHOI 0TBETCTBEHHOCTHIO
HayuHo — npousBoacTBeHHast pupma
“HcciienoBaTe/ibCKHii HEHTP”

Poccus, 630559, Hopocudupckas 06,1acThb,
HoBocubupckmii paiion
(000 HII® «HccrenoBaTebCKUii HEHTP))

MouTosnklii aapec: 630559, HoBocudupckas odiacrs,
p-n. Kosbuoso, a/st 247
Ajpec npon3BoACTBeHHOI miiomaaku: 630559, p.n.

Kos1b110B0, HAy4HO-IPON3BO/ICTBEHHASI 30HA, KOPIYC
200. Teaedon / paxc: (383) 336-71-32, 336-52-65, 325-
30-73 — oTnen npoaa:k, (383) 336-52-72 — fyxraarepus,
(383) 325-30-07 — X1JI. JIuneH3usi HA IPOU3BOACTBO Ne

00-14-1-002043 ot 12.05.2014 1.

KauyecTBenHoe ynocrosepenue Ne 115

or 10.02.2025 r.

BAJT Betom 2/0;33r;Ne50;karmc.#1

1. ToproBoe HaumeHoBanue BAJI: Betom 2.

2. MexnyHapoaHoe naTeHToBaHHOe HauMeHoBaHue BAJ[: Vetom 2.

3. ®opma BeImycka: 50 karcy u3 xenatussl ¢ 0;33 T npenapara KaKIOHW B 5 OIUcTepax U3 METALTHIESCKON (OJIBIH

4 OOKYMEHT NOANMMNCAH
9NIEKTPOHHOW
noanucbro

CepTudukar
0254A2440074B2CC9F4C53B2
14F051EA25
Oencteutenexd ¢ 29.01.2025 no
29.01.2026
Bnapeney, lenak AHacTacua
AnekcaHgpoeHa

-

\

n éaku [I1BX ymakoBaHHBIX BO BTOPHYHYIO YIIAKOBKY B BHJIE KOPOOKH M3 KapTOHA.
4. Homep cepuu: 010125.
5. O0beM cepnn, NpexbsaBAsieMOl Ha ucnbITanns: 4910 mr.
6. Mecto otOopa: LI1D.

7. Jarta orbopa: 03.02.2025.

8. Mara moctymienus B MJIBTK: 03.02.2025.

9. KommuecTBO mocTynuBIINX 00pa3noB: 1 kopodka 50 karicyi.
10. Kem oTo6pana mpoda: nabopaut T.B. Berpoga.
11. N3Bemienue ot: 03.02.2025.

No HaunmenoBanue nokasaresst Hopma mo HT/{ PesynbTaT ucnsiranuit
n/m
1 Buemnuii Bup IIpogonrosaras xarncysa c CooTBETCTBYET
3aKpYyTICHHBIMHU KPasMHU
MIPOU3BOJIFHOTO IIBETA.
2 3amax, BKyC be3 3amaxa, ciagkoro Bkyca CoOTBETCTBYET
3 PactBoprMOCTh PactBoprMa B Teruioi Boze, CooTBeTCTBYET
JIOITYCKAETCsl HATMYUE OCaiKa Oeroro
1BeTa
4 BogopoaHslii nokasarens 7+1 6,8
5 AHTaroHUCTHYECKAsI aKTUBHOCTD K
TECT-KYJIbTypaM (30Ha yrHETCHUS
pocta, MM)
Shigella sonnei - 32; He menee 5 5
Salmonella typhimurium - 2606; He menee 5 6
Staphylococcus aureus - 209; He menee 8 8
Candida albicans - 620 He menee 6 8
6 TTogmHHOCTD IIpenapar gomkeH comepKaTh CooTBeTCTBYET
mTamMmbl 6akTepuii Bacillus
amyloliquefaciens BKIIM B-10642 u
Bacillus amyloliquefaciens BKIIM B-
10643
7 MukpoOuoIorudecKas YucToTa
(mamuuue B 1 r npenapara):
Enterobacteriaceae; He nomyckaercst
Pseudomonas aeruginosa; He nomyckaercst CootBercTBYyET
Staphylococcus aureus; He nomyckaercst
MOCTOPOHHUX MHKPOOPTraHU3MOB,
B T.4. U TpUOOB, THIC/T HE OoJiee 300,0
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