O0mecTBO ¢ OrpaHUYEHHON OTBETCTBEHHOCTHIO
Hayuno - npoussoacteennas pupma «Mccaenosarenneicuii menTp»
Poccns, 630559, Hoocnbupcekas 06.1acts, r.0. pa6ounii nocesox Kosibnoso, p
Koaruoso, 30na Hayuno-npoussoacrsennas, kopnyc 200, opuc 426
Iouroeerii anpec: 630559, HoocuGupcekan o61acts, r.0. padounii mocesiok
Konasuoso, pn Koasunoso, a/s 247
Tenedon / paxc: (383) 336-71-32, 336-52-65, 325-30-73 — oTaen npoaas,

S

(383) 336-52-72 — Gyxraarepus

KagecTBennoe ynocrosepenne Ne 763

ot 10 mrons 2024 r.

BAJl Berom 2/500r;mop.#1
1. Toproeroe HaumeHoeanue BAJI: Betom 2.
2. Mexkaynapoanoe naTeHToBanHoe HanmeHoBanne BAJI: Vetom 2.

3. @opma BeINYCKA: TIOPOMIOK, 6aHKa H3 MOTHMEPHBIX MATEPHANIOB ¢ KPBIIIKOI U3 MOTHMEPHBIX MATEpHANOB, Macca

Hetrto 0,5 xr.

4. Homep cepuu: 090624.

5. O0beM cepHH, NPEeabLIBAAEMON Ha HenbITanuA: 1261 mT.
6. Mecto otGopa: LTI,

7. Nara orGopa: 06.06.2024.

8. Jarta moctynnenns 8 HWIIBTK: 06.06.2024,

9. KonnyecTBo mocTynUBLIKX 06pa3uos: 2 6anku 0,5 kr.

10. Kem oTo6pana npoda: nabopaur T.B. Betposa.

11. U3Bewenne ot: 06.06.2024.

HupexTop

Hauanenuk OBTK A A Jlensx

Ne HauMeHoBaHue nokasarens Hopma o HT]] PesyneraT ucnbITaHKM
n/n
1 BHemHwuit B MenkoaucnepcHslii nopomok 6emoro CooTtBeTcTByET
1iBeTa
2 3anax, BKyc bes 3anaxa, cnajkoro BKyca CooTBETCTBYET
3 PactBOopuMOCTh, MHH PactBoprMa B Boze, nomycKaeTes CooTBeTcTBYET
Han4He ocajka Genoro mBera. Bpems
pactBopeHus — 10,0 MuH
4 Bonxoponuslii nokazarenb 7,0+1,0 6,8
5 [Toteps B Macce npu
BBICYLIMBAHIH, Yo, He Oonee 6,0 5,8
6 AHTaroHHUCTHYECKAS AKTUBHOCTB K
TeCT-KyJbTypaM (30Ha YTHEeTEHHS
pocTa), MM, HE MEeHee
Shigella sonnei - 32; 5,0 5,0
Salmonella typhimurium - 2606; 5,0 5,0
Staphylococcus aureus - 209; 8,0 8,0
Candida albicans - 620 6,0 10,0
. TTognmiHHOCTH ITpenapar 1OKEH CONEpXKAaTh
mraMMsbl 6akTepuii Bacillus CootBeTcTBYyET
amyloliquefaciens BKIIM B-10642 u
Bacillus amyloliquefaciens BKITM B-
10643
8 MuxkpoOuosioruieckas YHCTOTa,
HaJM4He:
Enterobacteriaceae; He nomyckaercs CoOTBETCTBYET
Pseudomonas aeruginosa; He nonyckaercs CooTBETCTBYET
Staphylococcus aureus; He nomyckaercs CooTBeTcTBYET
MOCTOPOHHHX MHKPOOPTaHHU3MOB, /
B T.4. rpu6oB, ThIC/T He Oosee 300,0 P / / CoOTBETCTBYET




