4 A
O01ecTBO ¢ OTPAHMYEHHOI 0TBETCTBEHHOCTHIO ,D,O KYMEHT N Oﬂ NMUCAH
Hay4no — nponsBojacTeennas ¢pupma 3NNIEKTPOHHOM
“HcciienoBaTe/ibCKHii HEHTP”
Poccus, 630559, Hopocudupckas 06,1acThb, n O,EI,I'I UCbIO
HoBocubupckuii paiion Ceptndukar
(000 HII® «HccrenoBaTebCKUii HEHTP)) 0254A2440074B2CCOF4C53RB2
MouTosnklii aapec: 630559, HoBocudupckas odiacrs,
p-n. Kosbuoso, a/st 247 14F031EA2ZS
AJipec IpOM3BOACTBEHHOI MIomanKku: 630559, p.i. Hencteutenex ¢ 29.01.2025 no
Kos1b110B0, HAy4HO-IPON3BO/ICTBEHHASI 30HA, KOPIYC 290.01.2026
200. Teaedon / paxc: (383) 336-71-32, 336-52-65, 325-
30-73 — oten nponask, (383) 336-52-72 — Gyxraxtepus, Bnapeney Jlenak AnacTacus
(383) 325-30-07 — X1JI. JIuneH3usi HA IPOU3BOACTBO Ne AnekcaHpposHa
00-14-1-002043 ot 12.05.2014 1.
. /

KauyecTBenHoe ynocroBepenue Ne 152

BAJ] Berom 1.1/500r; mop.#1
1. ToproBoe HaumeHoBanue BAJI: Betom 1.1.

2. MexnyHapoaHoe naTeHToBaHHOe HaumMeHoBaHue BAJI: Vetom 1.1
3. @opMa BBINYCKA: TIOPOIIOK, OaHKa U3 IMMOJMMEPHBIX MaTEPHAIOB C KPBIITKOW U3 MOJMMEPHBIX MaTepHalIOB, Macca
merro 0,5 Kr.

4. Homep cepuu: 050225.
5. O0beM cepnu, NpeIbsABJIsIEMON Ha HCHbITAHNA: 1264 mT.
6. Mecto otOopa: LI1D.

7. Mata orbopa: 10.02.2025.

8. Mara moctymienus B MJIBTK: 10.02.2025.

or 17.02.2025 r.

9. KoanuecTBo nmocrynuBmux o6pasuos: 2 x 0,5 kr.
10. Kem oTodpana npoba: nadopant T.B. Berposa.
11. M3Bemenue ot: 10.02.2025.

No HaunmenoBanue nokasaresst Hopma mo HT/ PesynbTaT ucnbiTanmit
n/m
1 Buemnuii Bup MenkoIuCniepCHBIN TOPOIIOK OeI0T0 CooTBeTCTBYET
I[BETa
2 3amax, BKyC be3 3amaxa, ciagkoro Bkyca CoOTBETCTBYET
3 PacTBOpHMOCTB, MUH PacTBOoprMa B Bofe, DoImycKaeTcs CooTBeTcTBYET
HaJIM4#e ocaaka 6emoro mBeTa. Bpems
pactBopenus — 10,0 mun
4 BoaopoaHslil nmokaszaresnb 7,0+1,0 6,8
5 IToteps B Macce mpu
BEICYIIMBaHNH, %, He OoJice 6,0 4,0
6 AHTaroHUCTHYECKAs! aKTUBHOCTH K
TECT-KyJIbTypaM (30Ha yrHETCHUS
pocTa), MM, HE MeHee
Shigella sonnei - 32; 5,0 5,0
Salmonella typhimurium - 2606; 5,0 5,0
Staphylococcus aureus - 209; 8,0 8,0
Candida albicans - 620 6,0 10,0
7 TlopnuHaHOCTH IIpenapat gomxeH coaepxaTh
mTamMMbl 6akTepuii Bacillus subtilis CooTBeTCTBYET
BKIIM B-10641
8 Mukpobuoornueckas YuCToTa,
HaJIM4ue:
Enterobacteriaceae; He nomyckaercs CooTBeTCTBYET
Pseudomonas aeruginosa; He nomyckaercs CooTBeTCTBYET
Staphylococcus aureus; He nomyckaercs CooTBeTCTBYET
MOCTOPOHHUX MHUKPOOPTraHU3MOB,
B T.4. rpu0OB, THIC/T HE Ooee 300,0 CooTBeTCTBYET
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