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KavecrBennoe yaocroBepenne Ne 632
oT 15 mas 2020 .

H Betom 1.1/5r;Nel;nop.#1

buonoruveckn akTuBnas no6aska: Betom 1.1.

1
2. Mopma BBINYCKA: NOPOLIOK, MAKET 13 JlaMUHHMpOBAaHHOM GyMaru, Macca HeTTO 5 T.
3. Homep cepuu: 420420.
4. O0bem napTHu, npexLsBIsSieMoii HA HCMBITAHMS: 2 1200 wr,
5. Mecto ot6opa: 1[1®.
6. Mata ot6opa: 13.05.2020.
7. Mdata moctynsienns B MUIBTK: 13.05.2020.
8. Koamdectso noctynuBumx oGpasuos: 50 0Gpa3Los no 5 rpamm.
9. Kem oTo6pana npo6a: n1abopant O.B. Turosa.
10. M3Bewenne o1: 13.05.2020.
Ne HaumenoBanue nokaszaresns Hopwma o HT/T PesynsTat ueneiranmii
/n
1 Breurnnii Bua, user, 3anax u OnHopoaHsIi, chimydrii nopomok CootBeTcTBYET
BKYC Oenoro 1BeTa, 6e3 3anaxa, ciagKoro
BKyca
2. PactBopumMocTs PactBopum B Boze B TeyeHne 10 MHHYT. CoortBetcTByer
Henyckaercs HanmuHe GeJIoro ocaaka.
3. pH (7,040,5) 6,8
4. IToTeps B macce npu
BhICYIIHBAHUH, Y%, He Donee 6,0 CootBercTBYET
5. AHTArOHHCTHYECKAS aKTUBHOCTE
K TECT-KYJbTypam (30Ha
YTHETEHHS pPOCTa, MM, HE MeHee)
Shigella sonnei - 32; 5,0 3
Salmonella typhimurium - 2606; | 5,0 5
Staphylococcus aureus - 209; 8.0 8
Candida albicans - 620 6,0 10
6. [MopnuHHoCTE Berom 1.1 nomiken conepxare Gakrepun CootsercTByeT
Bacillus subtilis mrramm BKTIM B-10641
7 Muxkpobuonorinueckas 4ucToTa,
HaJH4ue:
Enterobacteriaceae; He nonyckaercs CoorsercTByer
Pseudomonas aeruginosa; He nonyckaercs CootBercTByeT
Staphylococcus aureus; He nomyckaercs CootsetcTBYET
MOCTOPOHHMX
MHKPOOPTaHH3MOB, B T.U. H
rpudoB, He Gonee Thic/T 300,0 CootsetcTByeT
3ae. UJIBTK AA. Jlensix
A.H. Jlensk

Jupexrop




