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Obmectro ¢ OTPAHHIEHHOH OTBETCTBEHHOCTDIO
Hayuno - NPOM3BOACTBeHHAst hupma “HMecnenoparenncknii ueHTp”
Pocens, 630559, Hosocu6upckasn odaacTk, Hoocubupckuii paiioH,

p-n. Koisnoso, Hay4HO-IPOH3BOACTRBeHHAs 30Ha, Kopnyc 200, oduc 426
IMouToBEIii aapec: 630559, Honocuﬁnpckaﬂ 0baacre, p.m. Koasuoso, a/s 247
Tenedon / pakc: (383) 336-71-32, 336-52-65, 325-30-73 — OTAEJ NPoaaK,

(383) 336-52-72 — Oyxraatepus, (383) 325-30-07 - YT

7

KavecTBennoe Yaocrosepenune Ne 83
oT 13 mrona 2021 r.

BAJI Betom 1.1/5r;Ne1;m0p #1
Buonoruyeckn aktupnas nobaska: Berom 1.1,
@opma BhImycka: TIOPOLIOK, MakeT u3 TaMUHHPOBAHHOI Oymaru, macca HeTTo 5 T,
Homep cepun: 350721,
O6bem napTun, NpEabsABIsieMoii Ha uenbiTanns: 130000 10T,
Mecto orGopa: L[[1d.

0PN DR L

Jata otbopa: 08.07.2021.
HMara nocrynnenns: 8 WIBTK: 08.07.2021.
Koanuectso noerynusumx 06
- Kem oTo6pana npoda: nago

10. U3Bewmenne o 08.07.2021.

Pa3uos: 50 06paswos 1o 5 rpamm,
PaHT-MuKpobuonor O.B. Tutosa.

Ne Haumenosauue nokasarens Hopma o HT]] Pesynbtar ucnprranuii
/o
1. Brewnuii sy, LIBET, 3amax 1 OnHoponusrit, CBIYYHI TOpoIHoOK COOTBeTCTByET
BKYC Oeroro uBera, Ges 3anaxa, Cl1aaKoro
BKyca
2 PacTBopumocTs PactBopum B Boste B Teuenne 10 MHHYT, CoorsetcTryer
Honyckaercs Hanmuume Gemoro ocajxa.
3. pH (7,010,5) 6,8
4, TloTeps B macce npu
BLICYIUHUBAHUH, %0, He GoJlee 6,0 Cootserctryer
3 AnTaronucruyeckas aKTHBHOCTE
K TECT-Ky/1bTypam (30Ha
YTHETCHNIA POCTa, MM, He MeHee)
Shigella sonnej - 32; 5,0 5
Salmonella typhimurium - 2606; | 5,0 3
Staphylococcus aureus - 209; 8,0 8
Candida albicans - 620 6,0 10
6. IopnueHOCTE Betom 1.1 nomken cozepkaTh OaKTepuH Coorsercrayer
Bacillus subtilis mramm BKIIM B-10641
T Mukpobuosnoruyeckas 4HCTOTA,
HaJiuuue:
Enterobacteriaceae; He nonyckaercs CooteercTByeT
Pseudomonas aeruginosa; He nonyckaercs CootsercTByer
Staphylococcus aureus; He nonyckaercs CootBerctByer
MOCTOPOHHHX
MHKPOOPraHHU3MOB, B T.4.
rpuboEB, He Gosee Thic/T 300,0 CootBercpyer
3as. HIIBTK S owoh 0T 5 M’_ AA. Jensx
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