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Hayuno -

Ob6mectBo ¢ orpannuennoii OTBETCTBEHHOCTLI)
NpOH3BOACTBeHHas pupma
Pocens, 630559, HoBocuGupckas 06.1

p.n. Kosibnoso, NpoM3oHa,
ITouTomerii agpec: 630559, HoBocubupcx
Tenedon / paxc: (383) 336-71-32,

“Ucerregosarennekmii menTp”
acTh, HoBocuGupcexuii paiion,
Kopmyc 200, opuc 426

ast 00,1aCTh, p.m. Koasnoso, a/st 247
336-52-65, 325-30-73 — 0TAEJ MPOAAK,

(383) 336-52-72 - Oyxranrepus, (383) 325-30-07 - I

Kavecreennoe yYaocrosepenune Ne 320

BAJT Betom 1.1/5r:Nel nop.#1
. BHonoruyeckn akTueHas nodaeka: Berom 1.1,

- ®opma BbINycKa: MOPOLIOK, NMakeT u3 TaMUHH

. Homep cepun: 170320.

. Mecto otGopa: LI,
. Mara orGopa: 23.03.2020.
- Mara noctynnenns 8 WIBTK: 23.03.2020.
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4. O6bem napTum, npexbsBIsieMoii Ha HenbiTanus: 95000 mr,
5
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oT 25 mapra 2020 r.

POBaHHOI Gymaru, Macca HeTTo 5 .,

8. Kosnnuectno nocTynHBIIMX 00pa3suoB: 50 06pasios no 5 rpamm.
9. Kem oto6pana mpo6a; nabopant O.B. Turosa.
10. M3Bewenne ot: 23.03.2020.
Ne Haumenosanue nokaszareis Hopma mo HTJ[ Pesynbrar HCFLI:ITB.HHI?'IT
n/m
1., Bremnuii Buy, nger, samax u OnHopoaHelii, CBITTYYHii TOPOLIOK CooteeTcTBYET
BKYC Genoro uBera, 6e3 3amaxa, cnagkoro
BKyca
2 PactBopumocTs PactBopum B Bozte B Teuenne 10 MHHYT. CootBerctByer
Honyckaercs Hanuuue 6enoro ocajka.
3 pH (7,0+0,5) 6,8
4, [loTeps B Macce 1pu
BBICYIIMBAHUH, %, He Gonee 6,0 CootBercTBYET
5, AHTarOHHCTHYECKAS AKTUBHOCTE
K TeCT-KyJIbTypaMm (30Ha
YTHETEHHs pOCTa, MM, HE MEHee)
Shigella sonnei - 32; 5,0 5
Salmonella typhimurium - 2606; | 5,0 5
Staphylococcus aureus - 209; 8.0 8
Candida albicans - 620 6,0 10
6. IMopminHOCTS Berom 1.1 nomxen coxepxark GakTepun Cootserctryer
Bacillus subtilis mramm BKITM B-1064 1
dis Mukpo6uonoruyeckas uucTora,
Hauuue:
Enterobacteriaceae; He nomyckaercs CoortBercTByer
Pseudomonas aeruginosa; He nomyckaercs CootsercTByer
Staphylococcus aureus; He nomyckaercs CootserctByer
MOCTOPOHHUX
MHKPOOPIaHU3MOB, B T.4. H
rpubos, He Gosee Thic/T 300,0 CootBeTcTRYET ]
VA
3ae. UJIBTK { A.A. Jlensk
Hupexrtop AN. Jlensx




