Crpanuna 1 u3 1

O6mectro ¢ orpanuvennoii OTBETCTBEHHOCTELI0
Hayuno — NPOH3BOACTBeHHAs pupma “Uccrenoparensckmii HeHrp”
Poccns, 630559, Hobocubupckan 00JacTn, HoBocubupcknii paiion,

p-n. Kobuoso, HayHO-NPOH3BOCTBEHHAS 30Ha, Kopuyc 200, opnc 426
ITouromerii aapec: 630559, HoBocubupckasn obacte, p.n. Konsuoso, a/s 247
Tenedon / dpaxc: (383) 336-71-32, 336-52-65, 325-30-73 — oraen npogax,

(383) 336-52-72 — Oyxrasartepus, (383) 325-30-07 - 48] |

RJ7

KagecrBennoe YaocroBepenne Ne 1361

oT 21 aBrycra 2020 .,
BA/l Betom 1.1/5r;Ne 1 ;niop. #1
- Buonoruyeckn akTHEHAs nodaeka: Betom 1.1,

|
2. ®opma Beinycka: TIOPOIIOK, NaKeT U3 TaMHHHPOBAHHO Oymaru, Macca HeTTO S T,
3. Homep cepun: 1110820,
4. O6wvem naptum, NPEABLABASIEMOii Ha HenbITanus: 6000 w,
5. Mecto ot6opa: LI[TD,
6. Jata orGopa: 14.08.2020.
7. Hata noctynnenus 8 WIBTK: 14.08.2020,
8. KommuectBo mocrynusmmx 06pa3uos: 50 06paswuos no 5 rpamm.
9. Kem oto6pana npoba: na6opaut O.B. Turosa.
10. MzBewmenne ot: 14.08.2020.
F—.
Ne Haumenosanue nokasarens Hopma no HTJT Pesynbrat ucnerranmii
n/m
I BHewmnuit Bup, user, 3anax u OanopoaupIii, chmyunis TIOPOIIOK CootBetctByer
BKYC Gexoro uBera, Ge3 3amaxa, cramkoro
BKyca
2. PacTBopumocts PactBopuM B Boze B Teuenue 10 MHHYT. | COOTBETCTBYET
HomyckaeTcs Hanuume Genoro ocaka.
3. pH (7,0+0,5) 6.8
4, [oteps B Macce npu
BBICYIUHBaHWH, %, He Gonee 6,0 CootBercTByer
3. AHTaroHHCTHYECKAs AKTUBHOCT
K TECT-KYJIbTypaM (30Ha
YTHETEHHA pocTa, MM, He MeHee)
Shigella sonnei - 32; 5,0 5
Salmonella typhimurium - 2606; | 5,0 5
Staphylococcus aureus - 209; 8,0 8
Candida albicans - 620 6,0 10
6. HoanuuHOCTE Berom 1.1 nomken conepxars Oaktepuu | CootBercTByeT
Bacillus subtilis wrramm BKIIM B-10641
i MuxpoGuonoruueckas YHCTOTA,
HaTH4He:
Enterobacteriaceae; He nomyckaercs CootsetcTByeT
Pseudomonas aeruginosa; He nonyckaercs CooteerctByer
Staphylococcus aureus; He nonyckaercs CoorBerctByer
NOCTOPOHHHX
MHUKPOOPraHHU3MOB, B T.U. U
L rpuboB, He 6onee TLHIC/T 300,0 CootsercTByer

3as. UJIETK

Hupexrop




