Crpanuua 1 u3 1

7

O6wmecrBo ¢ orpannuennoii OTBETCTBEHHOCTLIO

Hay4uno — npousBoacreennas ¢pupma
Pocens, 630559, Hosocnbupekas 061

p-n. Koasuoso, NpPOM30Ha,

IlouToBsii agpec: 630559, Hosocu6u
Tenedon / daxe: (383) 336-71-32,

(383) 336-52-72 — Gyxra

“HMecnenoBareibexuii ueutp”
acTh, HosocuGupexuii paiion,
Kopmyc 200, opuc 426

PcKas obaacte, p.u. Koasuoso, a/s 247
336-52-65, 325-30-73 — otaen npoaax,
JaTepus, (383) 325-30-07 - UJ1

KauecrBennoe yaocroBepenue Ne 185

BA]T Betom 1.1/5r;Ne1;mop. #1

or 29 mapra 2019 r.

. buHonornyeckn akTHBHAR nobaBka: Betom 1.1.

. Dopma BRINYCKA: NOPOLIOK, NAKeT H3 Jiam

. Homep cepun: 110319,

. Mecro oT6opa: L[I®.
. Mara or6opa: 12.03.2019.
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4. Obbem napTuum, NpexbABASIeMOil Ha neneiranus: 80900 mr.
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. Hara nocrynaenns s WIBTI: 12.03.2019.
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10. M3pewenue ot: 12.03.2019.

- Konuuecreo nocrynusmnx 00pasuos: 50 06pa3os 1o 5 rpamm.
Kem otobpana npo6a: nabopanT-mukpobuomor 3.1, TexyToena.

HHUPOBaHHOM Oymaru, Macca HeTTo S r.

Ne Hanmenosanme mokasarens Hopma no HT/], Pesynbrar ucnerranmii
n/n
L. Breumuit Buj, user, 3amax u OnHoponHsli, ceimyunii MOPOLIOK CooTtsercTByer
BKYC bestoro upera, 6e3 sanaxa, ciankoro
BKyca
2 PacTBopumocTs PacteopuM B Boze B Teuenue 10 MHHYT. | COOTBEeTCTBYET
Homyckaercs nanuuue Gesoro ocanka.
3. pH (7,0+0,5) 6,8
4, IoTeps B Macce npu
BBICYIIMBAHUH, %, He Bomee 6,0 Coorsercrayer
5. AHTaroHUCTHYECKAS AKTHBHOCTS
K TeCT-KyJIbTYpaM (30Ha
YTHETEHHUA POCTA, MM, He MeHee)
Shigella sonnei - 32; 5,0 5
Salmonella typhimurium - 2606; | 5,0 5
Staphylococcus aureus - 209; 8,0 8
Candida albicans - 620 6,0 10
6. ITopnuaBOCTS Bertom 1.1 nomken conepiars Oakrepun | Coorserctmyer
Bacillus subtilis urramm BKIIM B-10641
1 Miukpobuonoriyeckas uncTora,
Hanuuue:
Enterobacteriaceae; He nomyckaercs CootsercTByeT
Pseudomonas aeruginosa; He nonyckaercs CootserctByer
Staphylococcus aureus; He nonyckaercs CootsercTByeT
MOCTOPOHHMX
MHKPOOPraHM3MOB, B T.4. H
rpudoB, He Gosee ThIC/T 300,0 Cootsercrayer

3as. MJIBTK

Hupextop

A.A. Jlenak




