N7

O0mecTBO ¢ OrpaHHYEHHOI 0TBETCTBEHHOCTHIO
Hay4Ho — npoussoacTeennas gupma «¥ceienoBarenbeknii menTp»
Poccus, 630559, HoBocuGupcekas o61acts, r.0. paGounii nocenox Koasuoso,

pu Kosbnogo, 3ona Hayuno-nponssoacrsennas, k. 200, oduc 426
ITouroseiii anpec: 630559, HorocuGupekas 06.1acTh, r.0. paGounii moceaok
Koabunoso, pn Koabunoso, a/s 247

Tenedon / pake: (383) 336-71-32, 336-52-65, 325-30-73 — oTaen npoaax,

(383) 336-52-72 — Gyxraarepus

KauecTBenHoe yarocrosepenne Ne 585

BAB Betom 4.24/10M1; skua.c/mi#l

Homep cepun: 020424,

Mecto otGopa: LIIID.
Jata ot6opa: 18.04.2024.

olon = On kR, 5 Dt R e

Jdata noctynnenus 8 UJIBTK: 18.04.2024.
KonnuecTBo noctynueuimnx o6pasuoB: 5 prakoHOB B HHAMBHAYaNLHON KapPTOHHOI KopoOke 1o 10 M.

or 25 anpeins 2024 1.

Toprosoe Hanmenosanue BAB Berom 4.24.
MexayHapoaHoe naTeHToBaHHOE HauMenoBanne BAJ[: Vetom 4.24.
@opMma BbINYCKA: XKMIKOCTb, HIAKOH U3 [ONMMEPHEIX MATEPHATIOB C MHIIETKO.

O6bem cepun, npenbABIAeMoii Ha MeneITanus: 305 T,

10 Kem oTo6pana npoba: naGopant T.B. Berposa.
11. M3gemenne ot: 18.04.2024.

Ne HaumeHoBaHMe NoKa3aTens Hopma no HTJT Pesynerar ucnbrranmit
/i
1 BHemHuit BHI XHJIKOCTB JKEJITOro LiBeTa CootBeTcTBYET
2 3amax co crienHdHUecKHM 3amaxoM CooTtBeTcTBYET
3 PacTBOpHUMOCTB XOpoLIo pacTBOPHM B BOJIE CooTBETCTBYET
4 BopopoaHslii oka3areb 7+1 6,8
5 AHTaroHHCTHYECKasA aKTHBHOCTD K
TECT-KyAbTYPaM (30Ha YrHETEHHS
pocTa, MM)
Shigella sonnei - 32; He menee 5 5
Salmonella typhimurium - 2606; He menee 5 5
Staphylococcus aureus - 209; He menee 8 8
Candida albicans - 620 He meHee 6 10
6 INoanuHHOCTE JIOJKHEI IPHCYTCTBOBATE DaKTepUH CooTteTcTBYeT
Bacillus amyloliquefaciens mrramma
BKIIM B-10643
i/ Mpuxpoburonoruyeckas YMCTOTa
(nanmune B 1 T npenapara):
Enterobacteriaceae; He nomyckaercs CooTBeTcTBYET
Pseudomonas aeruginosa; He nomyckaetcs CootseTcTBYET
Staphylococcus aureus; He nomyckaercs CoOTBETCTBYET
MIOCTOPOHHHX MUKPOOPTaHU3MOB, B
T.4. ¥ rpHOOB, THIC/T He Gonee 300,0 CoOTBETCTBYET
IupekTop AH. Jlensk
Havaneauk OBTK




