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O6wecTBo ¢ orpannvennoii OTBETCTBEHHOCThI0

Hayuno - npoussoacreennas pu

pma «HMccnenorarenneruii HEeHTP»

Poccns, 630559, Hosocubupckasn ob1acrTe, Hosocuoupeknii paiion,
p.n. Kosbuoro, npom3sona, Kkopnye 200, odpuc 426

IlouroBerii agpec: 630559, Hoocu6upcexkas obnacte, p.o. Koabuoso, a/s 247

Tenedon / paxc: (383) 336-71-32, 336-52-65, 325-30-73 — 0TAE Npoaax,
(383) 336-52-72 — Oyxranrepus

BAB Berom 3.22/10mu;

PN kW

KagectBennoe yaocrosepernue Ne 184

or 29 mapra2019r.

Kua.n/p#l

Toproeoe naumenosanne BAB Beroy 3.22.

MEDRI[}"HB[)O,EIHOC NATEHTOBAHHOE HAHM

Dopma BLINMYCKA: KHUAKOCTS, neHdiakon,

Homep cepun: 030319,

O0bem cepun, npexbsBasiemoii na ueneitanns: 101 wr,

Mecro orGopa: II[1D.
Mara or6opa: 12.03.2019.

Mata noerynnenns B MJIBTK: 12.03.2019.

Konnuecereo noctynusummx odpasuos: 10

10. Kem oTo6pana npo6as: nabopaur O.B. Turosa.
11. M3Bemenne ot: 12.03.2019.

eHoBanue BA/; Vetom 3.22.

(IaKOHOB B HHAMBHIYATEHOF KapTOHHO#H kKopobke 1o 10 mui.

W HaumenoBanue mokasarens Hopma no HTJT Pesynbrat ucnbitanmii
n/n
1 BHewnuii Bun XKUIKOCTh JKEJITOrO LBETa CoorsetcTByer
2 3anax CO CeNH(UIECKHM 3anaxom CooTtBeTcTBYET
3 PacteopumocTs X0pol1o pacTBopHUM B Boje CootsercTayer
4 Bonoponsslii mokxazartens 7+1 6,8
5 AHTaroHHCTHYECKAS AKTHBHOCTD K
TECT-KYJIBTYPaM (30Ha YrHETeHuUs
pocta, MM)
Shigella sonnei - 32; He menee 5 )
Salmonella typhimurium - 2606; He Mmenee 5 5
Staphylococeus aureus - 2009; He menee 8 8
Candida albicans - 620 He menee 6 10
6 IMopnuuHOCTE JlosnKHbEI IPHCYTCTBOBATE Gakrepun CooteercTByer
Bacillus amyloliquefaciens wramma
BKIIM B-10642
7 MHKpoGHOJIOTHYECKas YHCTOTA
(Hanuuwe B 1 r npenapara):
Enterobacteriaceae; He nonyckaeres CooTseTcTBYET
Pseudomonas aeruginosa; He nonyckaercs CoorBerctByer
Staphylococcus aureus; He nomyckaercs CooteetcTByeT
TNIOCTOPOHHHX MHKPOOPTaHH3MOB, B
T.4. 4 rpHbOB, TEIC/T He Gosee 300,0 Coorteercrayer
Jupekrop i are, AM. Jlensk
./{. \
/
3as. JIFTK (55 A.A. Jlensax




