O6mecTBO ¢ OrPAHHYEHHOH 0TBETCTBEHHOCTELIO
Hayuno — nponsBoacreennas ¢pupma «MceaegosarebeKkuii HEHTP»
Poccus, 630559, HoBocubupckas 06.1actb, r.0. padounii nocesoxk Koabnoso, pn
Koasuoso, 301a Hayuno-nponssoacreennas, K. 200, opuc 426 ]
\ ] ITouroBsrii agpec: 630559, HoBocuOupcekas 00JacTh, I.0. padoYHil OCETOK
Koasuoso, pn Koasunoso, a/s 247

Tenedon / pake: (383) 336-71-32, 336-52-65, 325-30-73 — oTaen npoaax,
(383) 336-52-72 — Gyxraarepus

KauecrBennoe ynocropepenne Ne 267 or 05 mapra 2024 r.
BAB Beromruu 8.21/2,0 r; Nel; Tabaerka#l

1. ToproBoe HaumeHoBaHHe BAB: Beromrun 8.21.

2. MeskayHapoJHOe MaTeHToBaHHOe HaumMeHoBanue BAB: Vetomgin 8.21.
3. ®opma Boimycka: 15 Tadnerok mo 2,0 r, ymakoBaHHBIX NO 3 IUT. B Oymary, ymnakoBaHHbIX BO BTOPHYHYIO
YIIAKOBKY B BUJEe KOPOOKH U3 KapTOHa.

4. Homep cepuu: 050324,

5. O6beM cepHH, NpeabsiBAAeMOil HA HenbITAHUs: 2475 wWT.

6. Mecto otGopa: 1II1D.

7. Harta orGopa: 29.02.2024.

8. Hata moctyniiennsi B MIIBTK: 29.02.2024.

9. KoamyecTBo moctynmuBLinx ofpasuos: 1 kopodka 15 mr.

10. Kem oTo6pana nmpoba: HauansHuk OBTK A.A. Jlensxk.

11. M3Bewmenne otT: 29.02.2024.

Ne HaumeHoBaHHe Moka3aTens Hopma nmo HT]J PezynbTar
n/n HCIBITAHUH
1 Bueniuuii Buj Tabnerka umnuugpuueckass ¢ ogHUM | CoOTBETCTBYET
BOTHYTHIM W OJIHAM BBIIYKJIBIM KOHLIAMH,
Genoro 1BETA, c HIEPOXOBATOH
TIOBEPXHOCTBIO
2 3amax be3 3anaxa COOTBETCTBYET
3 PacTROpHUMOCTD PacteopuMa B Temnnoii Boze, TOMyCKaeTcs CoO0TBETCTBYET
HaJIM4Me ocajka Oenoro 1peTa
4 BojopoaHslil nokasaTelb st 6,8
5) AHTaroHUCTHYECKasA AKTHBHOCTB K :
TECT-KyJbTypaM (30Ha YTHETEeHHs
pocTa, MM)
Shigella sonnei - 32; He menee 5 3
Salmonella typhimurium - 2606; He menee 5 6
Staphylococcus aureus - 209; He menee § 8
Candida albicans - 620 He meHee 6 8
6 INTopnuuHOCTE JIoJKHBI NPUCYTCTBOBATh Gaxrepun | CooTBETCTBYET

Bacillus subtilis BKIIM B-10641 (DSM
24613), Bacillus amyloliquefaciens BKIIM
B-10642 (DSM 24614) wu Bacillus
amyloliquefaciens BKIIM B-10643 (DSM
24615)

7 CyMMapHOe KOJIHYECTBO CIOp
Bacillus subtilis mramma BKIIM
B-10641, Bacillus He menee 1x10° CooTBeTCTBYET
amyloliquefaciens mramma BKIIM
B-10642, Bacillus
amyloliquefaciens muramma BKIIM
B-10643 B 1 r npenapata, KOE/r
3 Mukpo6Honoruyeckas YHCTOTa
(mammuue B 1 r npenapata);
Enterobacteriaceae; He nomyckaetcs
Pseudomonas aeruginosa; He nomyckaercs CooTBETCTBYET
Staphylococcus aureus;
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Hauaneauk OBTK




