Hayuno — Hpou3BoACTBeHHag ¢pupma «HccnenonaTeﬂbcRHﬁ LHEHTP»
Pocens, 630559, HOBOCHﬁHpCKaﬂ obaacre, Honocnﬁnpc:mii paiion,

\ ] p-i. Kosibnogo, HAYYHO-Npou3BoaCcTBeHHaYy 30Ha, Kopmyc 200, oduc 426

Iouroskrii aapec: 630559, HoBocu6upcekan obsacrs, p.m. Koabuoso, a/a 247
Tenedon / ake: (383) 336-71-32, 336-52-65, 325-30-73 — OTAeN npojax,
(383) 336-52-72 — Oyxranarepus

KadectrBennoe yaocTosepenue Ne 200 oy 29 SIHBaps 2021 r.
BAB Betomrun 8.212,0r; Nol; Tadnerka#l

1. Toprogoe HaumeHoBanne BAB: Betomruy 8.21.
2. Mexnynapognoe NATCHTOBAHHOE HANMEHOBAH e BAB: Vetomgin 8.21.

3. ®opma BbINycka: 15 Tabnerox mo 2,0 r, ynakoBanHex mo 3 wr. B Oymary, ynakosanugix BO BTOPHYHYO
YNAaKOBKY B BUJIe KOPOOKH 13 KapToHa.

4. Homep cepun: 010121.

5. O6nem cepun, MPEABLABAAEMON HA uCNBITANMS: 1200 wr.

6. Mecro oTopa: L[[ID.

7. Nata ot6opa: 25.01.2021.

8. lata noctynaenus s WIIBTK: 25.01.2021.

9. Komnyectro NOCTYMUBLIMX 06pa3uos: | kopobka 15 i,

10. Kem oToGpana npoba: naGopaut-MukpoGuoor O.B. Turosa.

11. UsBewenne ot: 25.01.2021,

Haumenosanue NoKasaTes

Hopma o HT[

Pesynwrar
HUCTIBITAHHIH

Brennuii sy Cootercrryer

Tabnerka UHTHHAPHYECKAs ¢ omuum
BOTHYTBIM W OIHHM BBINYKJIbIM KOHLIaMH,
denoro LIBETa, c UIEPOXOBATOH
MOBEPXHOCTHIO

Be3 3anaxa

PactBopuma B Tenoii BOJIe, IonyckaeTcs
HaTM9Ke ocanka Delloro peta

7+1

CootsercTeyer
Cootserctpyer

6,8
AHTaroHucTHYeCKay aKTHBHOCTb K
TECT-KyNbTYpaM (30Ha yrHeTeHus
pocra, Mm)

Shigella sonne;j - 32:

Salmonella typhimurium - 2606;
Staphylococcus aureus - 209;
Candida albicans - 620
MomnuunocTs

He menee 5
He menee 5
He menee 8
He menee 6
HomxkHer npucyTeTrOBaTH OakTepun
Bacillus subtilis BKIIM B-10641 (DSM
24613), Bacillus amyloliquefaciens BKITM
B-10642 (DSM 24614) u Bacillus
amyloliquefaciens BKITM B-10643 (DSM
24615)

CootsercTryer

CymmapHoe komuuectso crop
Bacillus subtilis mramma BKITM
B-10641, Bacillug He menee 1x10°¢ CootBerctByer
amyloliquefaciens wramma BKIIM
B-10642, Bacillus
amyloliquefaciens mrravma BKITM
B-10643B 1 r npenaparta, KOE/r

8 Mukpo6uonoruueckas yncrora
(Hammuue B | r npenapara):
Enterobacteriaceae; He ponyckaercs
Pseudomonas aeruginosa; He nonyckaercs Coortsercrayer
Staphylococcus aureus; He nonyckaercs

MOCTOPOHHUX MHKPOOpPraHH3MOB,
B T.1. M IpuGoB, TIC/T He Gosee

Hupexrop

3aB. MJIBTK




