Ob6wecrBo ¢ orpanuuennoi OTBETCTBEHHOCThIO
Hayuno — npoussogcreennas $pupma HMcenenosatennekuii HEHTP»
Pocens, 630559, HosocuGupckan 00.1acTh, I.0. paGoumii noces1ok Konsnoso, pn
Kosbuoso, 30na Haylmo—npomBo;chBelmaﬂ, K. 200, oduc 426
K ] Hourossiii agpec: 630559, HoBocu6upckasn 00.1acTh, I.0. paGounii mocenok
Koasnoso, pn Koabuoso, a/s 247

Tenedon / pakc: (383) 336-71-32, 336-52-65, 325-30-73 — OTIE] NpojaK,
(383) 336-52-72 — Oyxrasrepus

KagecrBennoe YAocToBepenue Ne 68 or 27 sinBaps 2025 r.
BAB Betomrun 8.21/2,0 r; Nel; Taénerxa#i

1. Toproeoe HaumeHoBaHue BAB: Beromrun 8.21.

2. Mexaynapoanoe NaTCHTOBAHHOE HAMMeHOBaHue BARB: Vetomgin 8.21.
3. ®opma Bhimycka: 15 raGnerok mo 2,0 I, YNakOBaHHBIX MO 3 T, B Oymary, ynakoBamHBIX BO BTOPHYHYIO
YNaKoBKY B BUJIE KOPOGKH U3 KapToHa.

4. Homep cepun: 010125,

5. O0bem CEPHH, NPeALABIASEeMOii Ha ucneiTanus: 3310 wr,

6. Mecro otGopa: LI,

7. Mata ot6opa: 21.01.2025.

8. laTa nocrynsienns s WIBTK: 21.01.2025.

9. Kosmmyectro TMOCTyMHBLUMX 06pasuoB: 1 kopoGka 15 mr.

10. Kem oTo6pana npo6a: nabopanr T.B. Berpoga.

11. U3Bewmenue ot: 21.01.2025.

Ne Haumenosanme nokazarens Hopma o HTJT Pesynesrar —’
n/n HCIBITAHMH
l BuemHuii Buy Tabnerka UMTHHApDHYECKas ¢ OOHHM CootBercTByeT
BOTHYTHIM H OJHHM BbIMYKIILIM KOHIIAMH,
Genoro LBeTa, c LIEPOXOBATOMH
TIOBEPXHOCTERIO
2 3amax Be3 3amaxa Cootsercrayer
3 PactBopumocts Pacteopuma B Temnoii BOJE, JONYCKaeTCs CootBerctByer
Hanudue ocagka Gelloro Lsera
4 Boaopoankstii mokasarens 7+1 6.8
5 AHTAarOHMCTHYECKAs aKTHBHOCTD K
TeCT-Ky/IbTypaMm (30Ha yrHeTeHHs
pocra, Mm)
Shigella sonnei - 32; He menee 5 5
Salmonella typhimurium - 2606; He menee 5 6
Staphylococcus aureus - 209; He Menee 8§ 8
Candida albicans - 620 He menee 6 8
6 HMoanuunocts JloyKHEI NPUCYTCTBOBATh Gakrepun Coorsercrpyer

Bacillus subtilis BKIIM B-10641 (DSM
24613), Bacillus amyloliquefaciens BKIIM
B-10642 (DSM 24614) wu  Bacillus
amyloliquefaciens BKIIM B-10643 (DSM

24615)
% CyMMapHoe konnuecTso crop
Bacillus subtilis mramma BKITM
B-10641, Bacillus He menee 1x10° Coorsercrpyer
amyloliquefaciens mramma BKITM
B-10642, Bacillus
amyloliquefaciens mramma BKITM
B-10643B1r npenapara, KOE/r
8 Muxpo6uonoruueckas uncrora
(nammuue B 1 ¢ npemnapara):
Enterobacteriaceae; He nonyckaercs
Pseudomonas aeruginosa; He nomyckaercs Cooteercrayer
Staphylococcus aureus; _—~Hezenyckaerca
TMOCTOPOHHHX MHKPOOPTaHU3 - q;_a;_ni\i'fjro, ‘

A >
B T.4. ¥ IpHGOB, THIC/T He Gonke” $-1°300;

o)
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