Crpanuna 2 u3 2

O6mecTBO ¢ OrpaHNYeHHoil 0TBETCTBEHHOCTHIO
Hayuno — nponzsogcreennan gpupma “Hecnenoparesbeknii uenrp”
Poceus, 630559, HoBoendupekan o6iactb, HoBocnGupcekuii paiton
(000 HII® «HMcenepopaTe/IbCKHil HEHTPY)
IMouroswiii agpec: 630559, HoocuGupexas 06/1aerh, p.n. Konsuoso, a/a 247
K ] Apapec NpoH3BOACTBeHHOMH MIomWAaaKH: 630559, p.n. Koanuoso, HayuHo-npoH3BOACTBEHHAS 30Ha, Kopnyc 200.
Tenedon / axc: (383) 336-71-32, 336-52-65, 325-30-73 — oTaen npoaazk, (383) 336-52-72 — 6yxranrepus, (383)
325-30-07 — WL JInuensus na npoussoactso Ne 00-14-1-002043 or 12.05.2014 r.

[Tacnopr kauectBa Ne 104 ot 06.02.2024 r.
HanmenoBanue npojaykuuu, jgekapcTBeHHasi ¢opma, J03HMpoBKa, (acoBka: BeroM 1.2, mopoinok mis mpuema
BHYTPb H PeKTaNLHOTO NPHMeHeH!s, OaHka U3 MONHMepHbIX MaTepuanos 0,5 Kr.
Homep cepun: 020124,
Oo0nbem cepnu, NpeAbLABAAEMOii Ha HenbITaHusA: 1272 mr.
Hara or6opa: 31.01.2024.
Jarta nocrymienus B UJIBTK: 31.01.2024.
JaTa navana ucnsitannii: 31.01.2024,
Jata okoHyaHnus ucnbiTanmii: 05.02.2024.
KonuyecTBo MOCTYNHBIIHX HA HCOBITAHHSA 00pa3uoB: 2 GaHKH.
Kem oTo0pana npo6a: HauansHNK OBTK A.A. Jlensk.

Pe3yabTaThbl HCNBITAHUIA:

No o/ HauvMEHOBAHHME NOKA3aTEIs Hopma o HT]T Pe3ynbTar MCOBITAHNIT
1 BHemnwuit BUI, OBET, 3amax [Topomok Genoro upera Oe3 3anaxa CooTBETCTBYET
2 Bpems pecycneHaupoBanus, MuH. | 10, gomyckaercs HalM4YHe 0cagKa CooTteeTcTBYyET
o pH (7,0+0,5) 6,6
4 [Toteps B macce mnpu
BhICYIIHMBAHKHU, %0, He Oosee 6,0 CoOTBETCTBYET
3% AHTaroHUCTHYECKasi aKTHBHOCTb
K TECT-KYJIbTypam (30Ha
YTHETEHHS POCTA, MM, HE MEHEE)
Shigella sonnei - 32; 5,0 6
Salmonella typhimurium - 2606; | 5,0 6
Staphylococcus aureus - 209; 8.0 8
Candida albicans - 620 6,0 10
6. Konu4ecTBo KHUBBIX MHUKPOOHBIX
knetox, Bacillus subtilis,
Bacillus amyloliquefaciens, 1x10° 2,6x10°
KOE/r, He meHee
7 [TognuHHOCTH Berom 1.2 nomxeH cogepxatk Oaktepun | CooTBeTCTBYET
Bacillus subtilis, Bacillus
amyloliquefaciens
8. MukpoOuonornueckas YMCTOTa,
HATHUHe:
Enterobacteriaceae; He momyckaetcs CooTBeTCTBYET
Pseudomonas aeruginosa; He nomyckaercs CootBercTBYET
Staphylococcus aureus; He nomyckaerca CooTBeTCTBYET
MIOCTOPOHHHX
MHKPOOPTaHU3MOB, B T.4. U
rpuboB, He 6oJiee ThIC/T 300,0 COOTBETCTBYET

3akmodenne: coorBercTByeT TpeboBanmaM TY 21.20.10-062-23609643-2018 o Bcem nokasaTesisam.
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