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O06mecTBO ¢ OrpaHHYeHHOl 0TBETCTBEHHOCTHIO
Hayuno — nponsBoacreennan ¢pupma “Uccrenoparebekii ueHTp”
Poccens, 630559, Hosocnbupcekas obsacte, HosocuGupcknii paiion,

p-n. Koab10Bo, Hayuno-npon3BoacTBeHHAst 30Ha, kopmyc 200, oduc 426
HouTosstii axpec: 630559, HoBocnGupckasn 061acTs, p.i. Koabnoso, a/s 247
Tenedon / paxe: (383) 336-71-32, 336-52-65, 325-30-73 — 0TAE] MPOAK,

(383) 336-52-72 — Gyxraarepus, (383) 325-30-07 - HJI

KavecrBenHoe ynocrosepenne
Ne 150 ot 02 aBrycra 2021 r.

Buocentun SPA B Ty6e (re/ib KocMeTHYeCKHIT 115 Tesia ¢ Kapaamonom)/60mm;renn#1
. Koemernueckuii resib: BuocenTum.
. @opma BeInycka: rejib, Ty6a, Macca HeTTo 60 T.
. Homep cepun: 060821,
. O0nem napTuu, npeabaBAsieMoii Ha MenbITanus: 92 mr,
. MecTo oT6opa: L[1D.

. Mara nocrynsienns 8 HJIBTK: 26.07.2021.
- KosmmyectBo nocrynuBumx o6pasuos: 15 06pasuos 1o 60 .
. Kem oto6pana npo6a: naGopant-muxpo6uonor O.B. Tutosa.
0. U3Bewenne ot: 26.07.2021.
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6. Mara orGopa: 26.07.2021.
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Ne HanMeHoBaHue nokaszares Hopma mo HT/] PesyneTaT UcnbITaHKid
n/n
1 BHemHuiit Bua JKeneoOpasuelii npoaykt Genoro usera CoOTBETCTBYET
2 3amnax, BKyc Co cnenuduieckum 3anaxom CootsercrByeT
KapaaMoHa
3 OnHOpOIHOCTH JomkHa GEITE 0IHOPOIHO CooTBeTCTBYET
4 Bomopoanslii mokasaTtens 8+0,5 Tl
5 AHTaroHUCTHYECKas aKTHBHOCTD K
TECT-KYJIbTYPaM (30Ha YTHETEHHUA
pocTa, MM)
Staphylococcus aureus - 209; He menee 8 12
Candida albicans - 620 He menee 6 10
6 IMoxgnuHHOCTE HOIDKHBI IPUCYTCTBOBATH GaKTEpHH CootsetcTByeT
Bacillus amyloliquefaciens mramma
BKIIM B-10642 u Bacillus
amyloliquefaciens wramma BKIIM B-
10643
7 MHukpobuonoruueckas Y4cToTa
(Hanuyue B 1 T npenapara):
Enterobacteriaceae; He nomyckaercs CootBeTcTBYET
Pseudomonas aeruginosa; He monyckaercs CootBeTcTBYET
Staphylococcus aureus; He nonyckaercs CoorBetcTByeT
HNOCTOPOHHHX MHKPOOPraHH3MOB,
B T.4. ¥ rpubOB, THIC/T He Gonee 300,0 CooTBeTcTBYET
Hupexrop A M. Jlensx
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