OGmecTBO ¢ Orpannvennoii OTBETCTBEHHOCTLI0

Hayuno — npoussoncreennas

Poccusn, 63055

7

9, HoBoc

(383) 336-52-72 — Gyxrasrrepus

pupma HMceaenoBarensernii LHEHTP»

udupcekas obJiacre, Hosocnbupexuii paiion,
p.n. Koabuoso, npomsona, kopnye 200, ohuc 426

IMouroskrii agpec: 630559, Hosocubupcekas o6aacrn,

Tenedon / paxe: (383) 336-71-32, 336-52-65, 325

p-n. Koasnoso, a/s 247

-30-73 — oTaen npojask,

KauecrBennoe yaocrosepenue Ne 591

or 20 aBrycra2019 r.

BAB Hoznpun/10mmskmm.c/n#

Toprosoe nanmenoraune GAB Hozapun,

I
2. ®opma BInycKa: KHIKOCTD, (hnakoH ¢ nuneTkoii.
3. Homep cepun: 050819,
4. Obnem cepun, npeabsiBasieMoii Ha nenbitanns: 2000 wr.
5. Meero orGopa: LD,
6. Hdarta orGopa: 16.08.2019,
7. Mata nocrynaenus 8 UJIBTK: 16.08.2019.
8. Koamuecrso noetynusumx obpasuos: 10 GprakoHoB B MHAMBHIYAILHOI KapToHHOIT kKopoOKe o 10 M.
9. Kem otobpana npo6a: naGopant-mukpobuonor 3.I". TekyThena.
10. MsBewuenne ot: 16.08.2019.
o Hanmenosauue nokasatens Hopma no HTJ] PesyapTar ucnbitanuii
n/n
1 BHewnuii Bua HKHAKOCTB JKEJITOro Lpera CoorsercTByer
2 3amax CO Creun(HUECKHM 3anaxom CoorsercTByer
3 PactBopumocts XOopolo pacTBOpHM B BOJie CooTBercTByeT
4 Bonopoauslii nokaszarens 7+1 6.8
5 AHTarOHUCTHYECKAA AKTHBHOCTD K
TECT-KY/ILTYpam (30Ha YTHETEeHUs
pocTta, Mm)
Shigella sonnei - 32; He menee 5 5
Salmonella typhimurium - 2606; He menee 5 5
Staphylococcus aureus - 209; He menee 8 8
Candida albicans - 620 He menee 6 10
6 [TornuuuocTs JlonxkHbl npucyTCTBOBATH Gakrepun CooteercTryer
Bacillus amyloliquefaciens mramva
BKIIM B-10642
T Mukpobuonornueckas uucToTa
(Hanuume B 1 r npenapara):
Enterobacteriaceae; He nonyckaercs CooreercTByer
Pseudomonas aeruginosa; He nonyckaercs Cootserctayer
Staphylococcus aureus: He nonyckaercs CootBetcTRyeT
[I0CTOPOHHUX MHKPOOPTAHH3IMOB, B
T.4. U rpuboEB, ThIC/T He Dollee 300.,0 CooretcTBYET
Hupexrop AM. Jlensk
3as. HJIBTK A.A. Jlensk




