OGecTBO ¢ OrpaHHYeHHOH OTBEeTCTBEHHOCTHIO
Hay4Ho — NpoH3BOJCTBeHHAS PHPMA «HcenenoBarebCKHH HEHTP»

Poccus, 630559, Hopocubupckas 06.1acTh, I'.0. pabo4uii moceoK Koasnoso,

pu Koabuoso, 3052 Hayano-npon3sBoACTBeHHAs, KOpHYC 200, opuc 426
K ] HouToswiii agpec: 630539, HoBocnGupckas 06;1acThk, I.0. paboumnii moces10K

Koasuoso, pn Koabnoso, a/st 247
Tesnedon / pakc: (383) 336-71-32, 336-52-65, 325-30-73 — oTaen mpoaax,
(383) 336-52-72 — GyxranTepus

KadecTBeHHOE YI0CTOBEpEeHHE
Ne 845 ot 17 uroas 2024 1.

Tenb aast Hor BuocenTnn/60mu; renn#l

1. KocmeTrHueckuii rean: buocentus.
2. ®opma BbINYCKa: reib, Ty0a, Macca HETTO 60 .
3. Homep cepun: 050724,
4. OGbem nMapTHH, NpeIbABIAEMOH HA HCIILITAHUSL: 404 .
5. Mecto otGopa: LI[1D.

6. Jarta otGopa: 10.07.2024.
7. Jata nocrynienust B MJIBTK: 10.07.2024.

8. Ko/aMuecTBO moCTYNHBIIMX 06pa3uos: 5 00pasLios 1o 60 r.
9. Kem otobpana npoda: maGopaut T.B. Berposa.

10. Uzgemenne ot: 10.07.2024.

Ne HanMeHoBaHHE MTOKa3aTeNs Hopwma o HT]T Pe3ynbTar HCIBITAHHH
/i
1 Brewnuii BuA XeneoGpa3Hblil MPOAYKT OT CBETIIO- CooTBETCTBYET
KEJITOTO JI0 KOPUYHEROIO 1BETA
2 3amax, BKYC Co crnenr(yUecKUM 3aIaxoM arapa COOTBETCTBYET
3 OOHOPOAHOCTE JlomkHa ObITh OIHOPOAHOH CoOTBETCTBYET
4 BopopoaHslii Toka3aresb 8+0,5 755
5 AMHTaroHHcTHYECKas aKTHBHOCTD K
TEeCT-KyJIbTypaM (30Ha YTHETCHHUA
pocTa, MM)
Staphylococcus aureus - 209; He menee 8 12
Candida albicans - 620 He menee 6 10
6 IToanuHHOCTD JTomKHBI IPUCYTCTBOBATh GaKTepHH CoOTBETCTBYET
Bacillus amyloliquefaciens mTamma
BKIIM B-10642 u Bacillus
amyloliquefaciens mramma BKIIM B-
10643
7 MukpoGHonorayecKas YHCTOTa
(namiuue B 1 r npenapara):
Enterobacteriaceae; He nomyckaercs CooTBeTCTBYET
Pseudomonas aeruginosa; He pomnyckaercsa CoOTBETCTBYET
Staphylococcus aureus; He nomyckaeTcs CoOTBETCTBYET
MOCTOPOHHHX MHKPOOPTaHM3MOB,
B T.4. M rpHOOB, THIC/T He Oonee 300.,0 COOTBETCTBYET
Hupextop S eOT AN, Jlenax
iﬂ’emgsoucwe%
Hauansuauk OBTK AA. Jlensx




