OG6mecTBO ¢ OrpaHHYEeHHOli 0TBETCTBEHHOCTHIO
Hayuno — npousgoacTeennasn ¢pupma «Hceaenosatennsekuii nenTpy»
Poccns, 630559, HoocuGupcexkas 06.1acts, r.o. pabounii nocenox Konbnoso,
& pn Koabuoso, 3ona Hayuno-npousBogcrsennas, kopmyc 200, oduc 426
] IlouTorerii axpec: 630559, HoBocuGupckas 06aacth, r.0. paGounii moces ok
Koaenoso, pn Koasuoso, a/st 247
Tenedon / pake: (383) 336-71-32, 336-52-65, 325-30-73 — oTnen mpogask,

(383) 336-52-72 — Gyxrantepus

KadecTBeHHOE y10CTOBEpEHHE
Ne 568 ot 24 anpens 2024 1.

Iesib pis iuua BuocenTun/60Mi1; resin#l
1. KocmeTrnyecknii resn: BrocenTtuy.

2. ®opma BbINMycKa: rejib, TY0a, Macca HeTTO 60 T.

3. Homep cepun: 040424,

4. O0bem napruu, npeabABRJAseMOii Ha HenbITaHUS: 791 wT.
5. Mecto otHopa: LII1D.

6. Mlata otbopa: 15.04.2024.

7. Hata nocrymiienus B MJIBTK: 15.04.2024,

8. KoanuecTro moeTynuBLINX 06pa3uoe: 5 06pa3uos 1o 60 r.
9. Kem oroOpana npoba: Hagansauk OBTK A A. Jlensk.

10. M3pewtenue ot: 15.04.2024.

Ne HaumMeHoBaHue ToKa3aTens Hopma no HTJ PesyneTar MCHBITAHKM
/i
1 Bremnuii Bun XeneoOpa3HElil MPOIYKT OT CBETIIO- CooTBeTCTBYET
JKENTOT0 N0 KOPUMHEBOI'O LIBETA
2 3anax, BKyc Co cneuuduyecKdM 3amaxoM arapa COOTBETCTBYET
3 OaHOPOAHOCTE JomxHa 66ITh OTHOPOIHOM Co0TBETCTBYET
4 BonopoaHslii mokasaTelnb 8+0,5 75
5 AHTaroHHCTHYECKAsd aKTHBHOCTE K
TECT-KYJIbTYpaM (30Ha yrHeTeHus
pocTa, MM)
Staphylococcus aureus - 209; He menee 8 12
Candida albicans - 620 He menee 6 10
6 [MoanmuHHOCTE JIOJKHBL IPUCYTCTBOBATE OakTepUu CooTBeETCTBYET
Bacillus amyloliquefaciens mramma
BKIIM B-10642 u Bacillus
amyloliquefaciens mramma BKIIM B-
10643
7 MukpobHonoruueckas YACTOTA
(nanuuue B 1 r mpenapara):
Enterobacteriaceae; He nomyckaercsa CooTBeTcTBYET
Pseudomonas aeruginosa; He nomyckaercs CooTBETCTBYET
Staphylococcus aureus; He momyckaetcs CoOTBETCTBYET
MIOCTOPOHHUX MHKpPOOPTaHU3MOB,
B T.4. i Ipu0OB, THIC/T He Goee 300,0 CooTBETCTBYET
Hupexrop AMN. Jlensk

Havansauk OBTK - \2 Ak A.A. Jlensx
- Atk




