O6wecreo ¢ orpannuennoii OTBETCTBEHHOCTEHI0
Hayuno - nponsBoacreennas pupma «HMeenenoparenncknii LEHTP»
Poccus, 630559, Hosocu6upckas 00J1acTh, Hosocubupckuii paiion,

p-n. Koasnoso, HAy<HO-IPOH3BOACTBEHHAN 30Ha, Kopmyc 200, opuc 426
IouToBbiii aapec: 630559, Hosocubupckan obJ1acTb, p.. Koasuogo, a/st 247
Tenedon / dpaxe: (383) 336-71-32, 336-52-65, 325-30-73 — OT/IeJ1 IPOaaK,

(383) 336-52-72 — Oyxrairepus

N7

Kauectsennoe YaocroBepenue Ne 905

oT 20 okrsa6ps 2022 .,

BAB Betom 4.24/10mn; smup.c/n#l

CRRAID bW~

11. H3Bewenne or: 11.10.2022.

Toprosoe Haumenosanne GAB Bertom 4.24,
Me:xkaynapoanoe natentopannoe
Dopma Beimycka: JKHIKOCTB,
Homep cepun: 031022,
O0vem cepun, npexbapasemoii Ha HeneITanusA: 405 wr,
Mecto o1Gopa: LD,
Hara orGopa: 11.10.2022.
Mata nocrynaenns B UJIBTK: 11.1 0.2022.
- Konnyecrro noctynuemmnx 06
10. Kem oToGpana npo6a: Jlabopa

HaumMeHoBaHue BA: Vetom 4.24,
(i1aKkoH u3 MTOJIMMEPHBIX MATEPHAJIOB C MTHITETKOIL,

Pa3uoB: 5 (hIaKOHOB B HHAMBUIYANEHOI KapToHHOI1 KopoOke 1o 10 M.
HT-MUKpobuomnor O.B. Turosa.

Ne HaumeHosanue nokasaters Hopma no HT/T Pesynsrar ucnsrranmii
n/m
1 BHemnuii Bup KUJIKOCTb EJITOro 1BEeTa CootsetcTByer
2 3anax CO CHelH(HIECKUM 3amaxoM CoorsercTayer
3 PactBopumocts Xopo1o pacteopum B Bosie CooteetcTByeT
4 Bonoponuslii mokasaTens 7+1 6,8
5 AHTArOHHCTHYECKAS AKTHBHOCTE K
TECT-KY/IbTYPaM (30Ha yrHeTeHus
pocTa, MM)
Shigella sonnei - 32; He menee 5 )
Salmonella typhimurium - 2606; He menee 5 5
Staphylococcus aureus - 209; He Menee 8 8
Candida albicans - 620 He menee 6 10
6 [ToannaHOCTE JOJKHBI IPHCYTCTBOBATS GakrepHn CooteerctByeT
Bacillus amyloliquefaciens mramma
BKIIM B-10643
i Muxkpo6uonoruyeckas yncrora
(Hanuuue B 1 r npenapata):
Enterobacteriaceae; He nomyckaercs CoorerctByer
Pseudomonas aeruginosa; He nonyckaercs Cootserctyer
Staphylococcus aureus; He nonyckaetca CoortBercTByeET
NIOCTOPOHHUX MHKPOOPTAHU3MOB, B
T.4. U rpubOB, TEIC/T He Gojiee 300,0 CooTBeTcTBYET
Hupexrop A M. Jlensx
3as. HJIBTK AA. Jlensx




