O01mecTBo ¢ OrpaHHYeHHON 0TBETCTBEHHOCTHIO
Hayuno — npomsocTBennas pupma «Mceegosarenbeknii HEeHTP»
Pocens, 630559, Hoocubupckan o6acts, Hosocubupckuii paiion,
& ] p.n. Konsnoso, npomsona, kopmye 200, oduc 426
IouToertii anpec: 630559, Hosocubupckasn o6iacth, p.n. Koabnoso, a/a 247
Tenedon / pacc: (383) 336-71-32, 336-52-65, 325-30-73 — oT1en npoaax,
(383) 336-52-72 — GyxranTepus

KagecTBeHnoe yaocToBEpeHUe
Ne 564 or 13 aBrycra 2019 r.

BAJI Berom 3/5r;Nel ;nop.#1
1. Buonornyeckn akTupHan go6apka: Betom 3.
2. ®opma BbINYCKA: IOPOLLOK, MAKET U3 JAMUHHPOBAHHOI GyMaru, Macca HETTo 5 T.
3. Homep cepun: 060819,
4. Obbem cepun, npeabABIseMOoii HAa HCOBITANMS: 5050 T,
5. Mecro orGopa: LI[ID.
6. JlaTa ot6opa: 09.08.2019.
7. Hata moctyniennsi B MJIBTK: 09.08.2019.
8. KoimvecTBo moctynusmmnx o6pasuoe: 50 makeros X 5 T.
9. Kem oroGpana npo6a: naGopaut O.B. Turosa.
10. H3pemenine or: 09.08.2019.

Ne HanmeHoBaHNne nokasarens Hopma mo HT]T PesyiibTar uenbsITaHmi
n/n
1 Bremmnuit sua MenkogucnepcHslii nopomuok Genoro CootsetcTByeT
LBeTa
2 3anax, BKyc be3 3amaxa, ciagkoro BKyca CooTBeTCTBYET
3 PactBOopuMOCTE, MUH PacTropiMa B BoZe, HonmycKaeTcs CootBeTcTBYET

Ha4ue ocanka 6enoro usera. Bpems
pacTBopeHust — 10,0 MuH

4 BonopoaHslii nokazatens 7,0+1,0 6.8
5 IToteps B Macce npu

BhICYIIMBAHUH, %, HE Goliee 6,0 5.8
6 AHTaroHMCTHYECKan aKTUBHOCTD K

TECT-KyJIbTYpaM (30Ha YrHETEHHS
pocTa), MM, HE MeHee

Shigella sonnei - 32; 5.0 5,0
Salmonella typhimurium - 2606; 5,0 5,0
Staphylococcus aureus - 209; 8,0 8.0
Candida albicans - 620 6,0 10,0
T [MoannuHOCTE Ipenapar nomkeH copepskarth
wrammMel 6akreprit Bacillus CootsercTBYeT
amyloliquefaciens BKIIM B-10642
8 MuxkpoOuonorudeckas YHCTOTA,
HaH4YHe:
Enterobacteriaceae; He nonmyckaetcs CooTBeTcTBYET
Pseudomonas aeruginosa; He nonyckaercs CooTBeTcTBYET
Staphylococcus aureus; He nomyckaercs CootgetcTBYeT
MOCTOPOHHUX MHUKPOOPraHH3MOB,
B T.4. TpUOOB, Thic/T He Hosee 300,0 CoorseTcTBYET

Hupextop

3as. JIFTK




