OO0mecTBO ¢ OrpaHHYEHHON OTBETCTBEHHOCTHIO
Hay4ano — npoussoacrBennas pupma «Mccreqosarenbekuii menTp»

p-n. Kosienoso, nayuno-nponssojcreennas 3oua, kopuyc 200, opuc 426

& ] Poccus, 630559, HoBocuGupckas 06;1actn, r.0. pabounii mocesox Koapuoso,

Iouroswiii anpec: 630559, HoBocuGupcekas o6aacth, p.n. Koabnoso, a/s 247
Tenedon / paxc: (383) 336-71-32, 336-52-65, 325-30-73 — oaen npogax,
(383) 336-52-72 — Gyxraarepus

KaugecTBennoe yocroBepenue
Ne 247 ot 01 mapra 2024 r.

BAJI Betom 3/5r;Nel;mop #1

1. BuoJiorHyecKn aKTHBHas Ao6aBKa: BetoM 3.
2. ®opma BbINYyCKA: MOPOIIOK, NAKET M3 TaMMHUPOBAHHOM GyMaru, Macca HeTTo 5 T.
3. Homep cepum: 030224,
4, O6bem cepun, npexbsBasieMoii Ha uensiTanus: 24 500 wr.
5. MecTto oT6opa: LI1®D.
6. JlaTa orbopa: 26.02.2024.
7. Harta noctynienus B WIBTK: 26.02.2024.
8. KonmdecTBo noctynusiunx oGpasmos: 50 nakeTos X 5 r.
9. Kem orobpana npoba: nadansank OBTK A A. Jlensx.
10. MsBewmenne otT: 26.02.2024.
Ne HaumeHoBaHMe nokazaTens Hopma mo HT]J, PesynbraT HcnbITAaHUR
/i
1 BHemmnuii Bug MejikoaucnepcHsli mopomok Gemoro CootBeTcTBYET
1BeTa
2 3anax, BKyc Be3 3anaxa, cagkoro BKyca CooTtBeTcTBYET
3 PacTBOpUMOCTH, MHUH PacTBOpHMa B BOJie, AOMyCKAeTCA CoorBercTByeT
Hanuuue ocagka Gemoro 1Beta. Bpems
pactBopenus — 10,0 MuH
4 Bonopoanslit nokasares 7,0+1,0 6,8
3 IToteps B Macce pu
BBICYIIMBaHUH, %0, He Oolee 6,0 5,8
6 AHTaroHHCTHYECKAs aKTUBHOCTD K
TeCT-KyJIbTypaM (30Ha YTHeTeHHA
pocta), MM, HE MeHee
Shigella sonnei - 32; 5,0 5,0
Salmonella typhimurium - 2606; 5,0 5,0
Staphylococcus aureus - 209; 8,0 8,0
Candida albicans - 620 6,0 10,0
i IMognuHHOCTB I[Ipenapat no/keH COLEepKaTh
wraMMel Oaktepuit Bacillus CooTBETCTBYET
amyloliquefaciens BKITM B-10642
8 MukpoOuonorndyeckas YucToTa,
HallH4He:
Enterobacteriaceae; He nomyckaercs CooTBeTCTBYET
Pseudomonas aeruginosa; He nomyckaercs CoO0TBETCTBYET
Staphylococcus aureus; He nomyckaetca CooTBeTcTBYET
MOCTOPOHHUX MHKPOOPTaHH3MOB,
B T.4. Ipu0OB, THIC/T He Gonee 300,0 : CooTBETCTBYET
Hupexrtop AMH. Jlensx
Hauansauk OBTK A.A. Jlensk




