OO011ecTBO ¢ OrpaHUYCHHON
OTBETCTBEHHOCTBIO
Hayuno — npousBoacTBeHHas prupma
«HccnenoBaTenbCKuil IEHTP»

630559, Poccus, HoBocubupckast 06macts, T.0.

pabounit mocenok Konbioso, pr Komsitoso,
3oHa Hayuno-nipousBojacteHHas, k. 200
ITouToBsiit aapec: 630559, Poccus,
HoBocubupckas obnacts, r.0. pabounii
nocesiok KomsioBo, pin Kosbioo, a/st 247
Tenedon / daxc: (383) 336-71-32, 336-52-65, 325-
30-73 — oTmen mpoax,
(383) 336-52-72 — Gyxranrepus

4 OOKYMEHT NOANMMNCAH
9NEKTPOHHOW
noanmncCbrO

CepTudukar
0254A2440074B2CC9F4C53B2
14F051EA25
Oencteutenexd ¢ 29.01.2025 no
29.01.2026
Bnapeney, lenak AHacTacua

AnekcaHgpoeHa

-

\

KadecTBeHHOe ynocTOBepeHue
Ne 86 ot 03 dpeBpans 2025 r.

BAJI Berom 3/5T;Nel;mop.#1

1. Buosoruyecku akTuBHas 1o0aBKka: Betom 3.
2. dopma BBINyCKA: MOPOILOK, MTAKET U3 JJAMHUHUPOBAHHOI Oymary, macca HETTO 5 T.
3. Homep cepun: 010125.
4. O0BeM cepnu, NpeabsBIsAeMOi HA HenbITaHusA: 2400 mT.
5. Mecto otOopa: LIID.
6. Jarta otéopa: 27.01.2025.
7. Jara mocrymiennsa B MJIBTK: 27.01.2025.
8. KojuvecTBO MOCTYNMMBIINX 00pa3uoB: 50 makeToB X 5 T.
9. Kewm oTodpana npoba: nadopant T.B. Berposa.
10. I3Bemienue ot: 27.01.2025.
No HaunmenoBanue nokasaresst Hopma mo HT/{ PesynbTaT ucnbiTanmnit
n/m
1 Buemnuii Bup MenkoIuCniepCHBIN TTOPOIIOK 0eI0T0 CooTBeTCTBYET
I[BETa
2 3amax, BKyC be3 3amaxa, ciagkoro Bkyca CoOTBETCTBYET
3 PacTBOpHMOCTB, MUH PacTBOoprMa B Bofe, DoImycKaeTcs CooTBeTcTBYET
HaJIM4He ocaaka 6emoro mBeTa. Bpems
pactBopenus — 10,0 mun
4 BoaopoaHslil nokazarenb 7,0+1,0 6,8
5 IToteps B Macce mpu
BEICYIIMBaHNH, %, He OoJice 6,0 5,8
6 AHTaroHUCTHYECKAsI aKTUBHOCTH K
TECT-KYJIbTypaM (30Ha yrHETCHUS
pocTa), MM, HE MeHee
Shigella sonnei - 32; 5,0 5,0
Salmonella typhimurium - 2606; 5,0 5,0
Staphylococcus aureus - 209; 8,0 8,0
Candida albicans - 620 6,0 10,0
7 TlopnuHaHOCTH IIpenapat gomxeH coaepxaTh
mTamMMbl 6akTepuii Bacillus CooTBeTCTBYET
amyloliquefaciens BKIIM B-10642
8 Mukpobuonornueckas YuCToTa,
HaJIM4ue:
Enterobacteriaceae; He nomyckaercs CooTBeTCTBYET
Pseudomonas aeruginosa; He nomyckaercs CooTBeTCTBYET
Staphylococcus aureus; He nomyckaercs CooTBeTCTBYET
MOCTOPOHHUX MHKPOOPTaHU3MOB,
B T.4. rpu0OB, THIC/T HE Ooee 300,0 CooTBeTCTBYET




		2025-02-01T06:07:10+0000




