Ctpanuua 1 us 1

Obmecrso ¢ OrpaHHYeHHojH OTBETCTBEHHOCTE IO
§ S Hay4no — TPOU3BOACTBenHAs pupma “Uccnenoparenscknii ueHrp”
Poccus, 630559, Honocuﬁnpckaﬂ obsacTs, Honocuﬁnpcxnﬁ paiion,
K ] p.n. Koasuogo, HAyIHO-Npou3BoacTReNHAS 30Ha, kopmyc 200, opuc 426
HouroBmiii aapec: 630559, Hosocu6upckasn obuacre, p.u. Koabuogo, a/a 247

Tenedon / pake: (383) 336-71-32, 336-52-65, 325-30-73 — OTAEJ Npoaax,
(383) 336-52-72 — Oyxranrepus, (383) 325-30-07 - U1

KauecrBennoe YaocroBepenue Ne 1438
ot 09 oxtabps 2020 r.
BAJl Berom 1.1/5r;Nel;nop #1
I. Buosnornueckn AKTHBHas 1o6aBKa: Betom .1
2. Mopma BRINMYCKA: MOPOIIOK, nakeT u3 JIAMHHHPOBaHHOH Gymaru, macca HeTTO 5 T,
3. Homep cepuu; 1171020,
4. Obbem NapTun, npexbsisasemoii na HenbrTanus: 13800 wr,
5. Mecto o16opa: Lo,
6. Mata ot6opa: 06. 10.2020.
7. Mata nocrynnenns g MJIBTK: 06.10.2020.
. Konnuecrtso NOCTYNHBUINX 0Gpa3nos: 50 00pasuos no 5 rpaMm,
. Kem oTo6pana npoba: naGopant O.B. Turoga,
0. M3Bewenne or: (6. 0.2020.

Hanmenosanue nokasareny Hopwma no HT]] Pesynbrar ucnsiranmii
0

BHewHuit up, UBEeT, 3anax u AHOPOHBIH, Chimyunii nopouwoxk Cootsercrayer
BKYC Genoro ugera, Ges sanaxa, CIIaikoro
BKyca

PacTopim B Boze B Tevenne 10 MmunyT,
Honyckaetes namnune 6eoro ocajka.

(7.0+0,5)

8
9
1

PactBopumocts Cootsercrayer

6,8

[Toreps B macce npu
BBICYLIHBAHNH, %, He Gojee
AHTaroHucTHYeCKas AKTHBHOCTh
K TECT-KyJIbTYpam (30Ha
YTHETEHNA pOCTa, MM, He MeHee)
Shigella sonnei - 32;

Salmonella typhimurium - 2606;
Staphylococcus aureus - 209;
Candida albicans - 620

CootsetcTryer

[Tonnuunocts Berom 1.1 nomxen conepxark HGakTepun CootserctByer
Bacillus subtilis wramm BKIIM B-10641

MukpoGuonoruueckas 4YHMCTOTa,

HaTHuue:

Enterobacteriaceae; He nonyckaercs Cootserctayer

Pseudomonas aeruginosa; He monyckaercs CootBetcTRyer

Staphylococcus aureus; He monyckaercs CootBerctryer

NOCTOPOHHHX

MHKpPOOPraHHU3MOB, B T.4, |

rpudoB, He Gonee Thic/T 300,0 Coorserctayer

3aB. UJIBTK A.A. Jlengx

Hupektop



