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O6mecTBo ¢ orpannyennoii OTBETCTBEHHOCTBIO

Hayuno - npounseoacreennas ¢upma
Poceus, 630559, Hosocubupckas 06

p-. Koasuogo, NpoOM30Ha,

ITouroBkiii axpee: 630559, HoocuGu
Tenedon / daxe: (383) 336-71-32,

“HUecaenosarensexnii neHrp”
acte, HoBocuGupeknii paiion,
Kopmyc 200, opuc 426

PcKas obaacts, p.n. Koasnogo, a/a 247
336-52-65, 325-30-73 — ornen npoaai,

(383) 336-52-72 — Oyxrantepus, (383) 325-30-07 - WJI
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KauecrBennoe yYaocroBepenue Ne 106

A Betom 1.1/5r;Nel;mop.#1
buosnornueckn akTupHas nobapka: Betom 1.1.
- ®opma BBINYCKa: NOPOIIOK, MAKeT U3 1AMy
. Homep cepuu: 090219,
O0bem naprumn, npenbsisasemoii na HeneiTanus: 31350 wr.
. Mecro orGopa: I[Id.

. Mara orGopa: 12.02.2019.
- Mara nocrynnenns 8 WIBTK: 12.02.2019.

ot 21 ¢despansa 2019 r.

HHpPOBaHHOH Gymaru, Macca HeTTO 5 T,

8. KoamvecrBo nocrynusumx o6pasuos: 50 06pasios no 5 TPaMM.
9. Kem otoGpana npo6a: nabopanT-Mukpo6uomnor 3.1 TekyThena.
10. Mi3Bemenue or: 12.02.2019.
Ne HawnvenoBanue nokasarens Hopma mo HTJT Pesynerar ucnertanmit
n/n
1. Bremmnwmii Bun, user, sanax n OnHoponHsti, ceimyymii HOPOLIOK CootsetcTByeT
BKYC Oexnoro npera, 63 3amaxa, craakoro
BKyCa
2. PactBopuMocTs PacTeopum B Bozte B Teuerue 10 MHHYT. CootserctByer
Hormyckaercs Hanuane Genoro ocanka,
3 pH (7,040,5) 6.8
4. [oreps B Macce npu
BBICYLIMBaHWH, %, He Gojee 6,0 CootsercTyeT
S AHTaroHNCTHYECKAS AKTHBHOCTS
K TeCT-KyNbTypaM (30Ha
YTHETEHHA POCTa, MM, He MeHee)
Shigella sonnei - 32; 5,0 5
Salmonella typhimurium - 2606; | 5,0 5
Staphylococcus aureus - 209; 8,0 8
Candida albicans - 620 6,0 10
6. IMommuHEOCTE Berom 1.1 nomxen conepsxats OaxTepuu Cootsetcrayer
Bacillus subtilis mramm BKIIM B-10641
7. Mukpobuonorudeckas YHCTOTA,
HaIM4ue:
Enterobacteriaceae; He nomyckaercs CooteercTByeT
Pseudomonas aeruginosa; He nonyckaerca CooteetcTBYET
Staphylococcus aureus; He nomyckaercs CooteetcTBYET
MTOCTOPOHHHX
MHKPOOPraHH3MOB, B T.4. H
rpubos, He Gosiee Thic/T 300,0 Cootserctayer ]
f
3as. MJIBTK /%-/ : f{[ o A.A. Jlensk
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