CUCTEMA CEPTHOUKAIINU «bOCTH»

AHaJHTHYECKHH HEeHTP KOHTPONA KauecTBa OMOJOTHYECKH AKTHBHbIX BEH[eCTE
mpupoxuoro npoucxoxaenua Q00 «Ceprupuxkanaonuplii MenTp « BOCTH»

129110, Mocksa, Perxcrpaunonnbiii Homep CHCTeMBI
V. Tpudonosexan, 1.56. ceprapurxannu “6OCTH” B
ATTecTaT aKKpeAHTalHHA Peccrannapre PP
POCC RU.0001.040007.01 POCC RU.0001.040007

3AKJIIOYEHHUE Ne U11-052303 ot 20.03.2023

6ez Cepruduxarta cooreercrBust Cucremsl cepruduxamn «BOCTH» neaeficTeRTEIBHO.
TV 10.89.19.300-063-02307866-2018.K Cepruduxary coorBercTBHS Ne
BOSTI/POCC RU.0001.040007/®HT-05/03-23

3asipaednas WPOAYKOHA: Ouonozuyecky axmugHoe eewecmso «DPumon 27.83», npednasnHgueHHoe 0ns
CUROCOBAHUA

Haprusa: ceputinaz npedyryus

Crpana: Poccua

HopmaTHBHO-TexXHH4YecKas gokymentauus: TY 10.89.19.300-063-02307866-2013.

CooTBETCTRYET TPEHOBAHAAM HOPMATHBHO-TEXHHYICCKOH JTOKYMEHTAIMH N0 BCeM HOKA3ATENAM Ka4ecTBa:

Hanmenosanne noxasarenei PesyanTaTsl
TpeboBaHue K Ka4eCcTBY N0 HOPMATHBHOMY L
KA4ecTBa 10 HOPMATHBHOMY HCOBITAHKME
AOKYMEHTY
JOKYMEHTY (ananusa)
Brenmui B Kunxocts CoorBeTcTBYET
Hger Or xemroro g0 Temuo-kopuunesoro npera, | CooreercTByeT
BO3MOKHO Ha/Myuie 0caaka 0enoro 1sera
3amax Crenuuyecknii, KMCJI0BaTHIH CooTBETCTRYET
Bonmopozausiif nokasarens pH 4+1 CooTBeTcTBYET
MuUKpOGHONOTHHECKas NOKA3aTeNH:
- Escherichia coli He nonyckaerca B 1 rumi 1 mMa He oGHapyxeHo
- Staphylococcus aureus; He monyckaerca B 1 rumm 1 M He o6uapyxeno
- Pseudomonas aeruginosa; He pomyckaercs g 1 ruma 1 ma He oOHapyxeHO
Jpoioky, INIECEHH He Gonee 300, KOE B 1 r (Mm1) COOTBETCTBYET
Oomee KOMHYECTRBO SKHBBIX He menee 10", KOE B 1 Mn CooTBeTCTBYET
MUKpOOHBIX KiaeTok Oaktepuit Bacillus
subtilis, Bacillus licheniformis,
Propionibacterium Jfreudenreichii,
lactobacillus  plantarum, Lactococcus
lactis, Pediococcus pentosaceus
MapripoBKa H yHaKoBKa I'OCT P 52901, T'OCT 20477. CooTBeTCYBYET

Ixcmept NeP9.04007 BOCTHU JLK. I'eopruc




